Indian J. Genet., 79(2) 499-502 (2019)
DOI: 10.31742/IJGPB.79.2.15

Short Communication

A genome-wide resource of intron spanning primers compatible for
quantitative PCR and intron length polymorphism in rice

Hasthi Ram, Bikram Pratap Singh1, Jawaharlal Katara®, Radha Chopra, Pankaj Kumar, Rajdeep Jaiswal,

Geetika, Rupesh Deshmukh and Humira Sonah*

National Agri-Food Biotechnology Institute (NABI), Mohali, India; 'National Research Centre on Plant Biotechnology,
New Delhi; ®National Rice Research Institute, Cuttack, Odisha

(Received: August 2018; Revised: March 2019; Accepted: April 2019)

Abstract

Whole genome sequence availability in rice has provided
several advantages for genomics as well as other omics
assisted applications. Genome-wide molecular markers are
one of such availability that has exceptional importance in
modern plant breeding. In the present study, a resource of
intron-spanning primers (ISPs) was developed using whole
genome sequence information of two rice subspecies,
japonica (cv. Nipponbare) and indica (cv. 93-11). The ISPs
were designed in a way that the PCR using a cDNA template
will yield 60 to 100 base pair size amplicon ideal for the
quantitative PCR analysis. Whereas, PCR using genomic
DNA will amplify the introns, which are more prone to
sequence variation. The sequence variation in the intron
serves as an excellent marker resource. The application of
ISPs was demonstrated by characterizing 12 diverse rice
cultivars. A total of eight out of ten ISPs were found to be
polymorphic. The resource will be helpful for the rice
molecular biologist and breeder community.
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sequence variation

A molecular/DNA markers are segments of DNA
having variability across the genotypes, which is helpful
to associate with genomic location, gene or phenotype.
During the past few decades, molecular markers have
found to be useful for several applications in plant
breeding and molecular biology like marker-assisted
breeding, genetic mapping of QTLs and genes, genetic
diagnosis, and diversity evaluation. More particularly,
markers provide deeper insights into the diversity

available for crops and greatly complemented breeding
programs. Numerous marker technologies have been
developed based on the DNA sequence variation and
its efficient detection (genotyping). Most commonly
used DNA markers techniques includes Restriction
Fragment Length Polymorphism (RFLP), Amplified
Fragment Length Polymorphism (AFLP), Random
Amplified Polymorphic DNA (RAPD), Simple Sequence
Repeats (SSRs), Inter Simple Sequence Repeats
(ISSR), and Single Nucleotide Polymorphism (SNP).
Each marker based application has specific
requirements; for instance, genetic purity testing
mostly needs ten to twenty informative markers,
whereas applications like genome-wide association
study prefer to have thousands of markers. In addition,
the cost of genotyping and technological requirements
are variable with the marker techniques.

Gene-specific markers have several advantages
in studies like allele-mining, haplotype association,
QTL/gene mapping, and marker-assisted breeding. In
this regards, SNP markers are always a choice
considering the high level of abundance in the genome.
Besides providing abundant availability and lowest cost
per genotype, SNP marker techniques have several
limitations, like the requirement of high-end technology
and prior sequence information, and not cost-efficient
for smaller assays. Similarly, PCR-based marker
techniques like RAPD, SSR, and ISSR are more
convenient for less equipped labs but suffers from
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limited availability. In this regards, markers exploring
the variation in the introns has unique advantages.
Introns being higher polymorphic sequence compared
to the flanking exonic regions, which is mostly
conserved provide an opportunity to develop markers.
Intron-Length Polymorphism (ILP) markers provide
information about variation in the length of introns
between different genotypes, and they are preferred
due to their high specificity, robustness and
reproducibility nature, co-dominant multi-allelic genetic
inheritance pattern and distribution in the gene regions.
Furthermore, since most of the genes (85%) in rice
genome contain introns (Deshmukh et al. 2016), so a
set of genome-wide ILP markers is likely to cover most
of the genome.

In several whole genome sequenced plant
species, efforts have been made towards the
development of ILP markers (Wang et al. 2006; Zhao
et al. 2008; Zhao et al. 2009; He et al. 2015; Gupta et
al. 2011; Muthamilarasan et al. 2014; Choi et al. 2004;
Shu et al. 2010). However, most of these studies have
adopted conventional homology-based approaches for
genome-wide ILP marker development. The homology-
based approaches are not efficient to target all the

annotated genes; thus they
usually provide low-genomic
coverage. In addition, previously
published most of the ILP marker
sets do not provide any additional
information about the
polymorphism. Recently, Badoni
et al. (2016) have explored the
whole genome sequenced lines
to prioritize a subset of IPL
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sequence data. With the comparison, ISP pairs
expected to provide polymorphism among these
genotypes were identified. We have also shown
polymorphism for randomly selected 10 markers
among 12 diverse rice cultivars. Importantly, the primer
sets are designed in a way that they produce 60 to
120 bp amplicon on the cDNA template, which can be
used for gene expression analysis using Q-PCRs.

Genome-wide intron spanning marker designing
in rice

Whole genome sequence data of cultivar Nipponbare
in the form of pseudo molecules, and annotations in
GFF3 format were retrieved from Rice Genome
Annotation Project database (http://rice.plantbiology.
msu.edu/). Similarly, whole genome sequence
information and annotations for cultivar 93-11 were
retrieved from BGI rice database (http://rise2.
genomics.org.cn/page/rice/index.jsp). Introns along
with exon sequence of 60 bp flanking to each side of
each intron were extracted based on annotation
information using GFF parser (https://biopython.org/
wiki/GFF_Parsing). To identify ILP between
Nipponbare and 93-11, in silico PCR was performed
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genome sequence information of
cultivar Nipponbare (japonica rice)
was explored to develop Intron
Spanning Primer (ISP) sets.
Subsequently, the predicted
amplicons were compared with
cultivar 93-11 (indica rice) that
also have publically available
high-quality whole genome

RIMO1g01450_1

Ll
RIM01g01470_1

Fig.1. A.Schematic depicting the use of primer pairs for identification of ILP
markers using genomic DNA and for gene expression analysis using
Q-PCR. Both forward and reverse primers are designed from the
region spanning an intron, and based on the presence of InDels
(Insertions/deletions), resulting PCR product would have different
length in different accessions. B. Validation of two ILP markers
(RIM01g01450_1 and RIM01g01470_1) using genomic DNA of different
rice accessions
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Table 1. Set of intron spanning primers used for the validation of length polymorphism
ID Forward primer Length Reverse primer Length Poly-
morphism
RIM01g01450_1 AGAGATGGCAAGGTCTGCCT 20 CGTCTTTCACTCTCGTGCTG 20 Yes
RIM01g01470_1 TGGATCTCAACAAGTGCGAG 20 ACCACTCCTTCTCCCCATTC 20 Yes
RIM01g01510_12 GCGGCAAAATCCAATAAAAA 20 AATTCGTGCTTTCGTCGTCT 20 Yes
RIM01g01640_1 GCCTCCCCGAGTTCAAGT 18 GCCAGAAGACAGGAACATCA 20 Yes
RIM01g29507_7 CAAGGACCCTGAGCGAAAG 19 GAGCACTTACCAAGAACCCA 20 No
RIM01g31920_2 AAAGGCATGTGAACCGTTTG 20 ACACTCAGACTCGGACCTGC 20 Yes
RIM01g32044_2 GGAGGGAGAAGCCAAAGATG 20 TGAACAGACGAGACAATCGC 20 No
RIM01g32720_8 CTACAGTTCGTTTGGTCGGC 20 CAGGTTCCACGTAGCAATGA 20 Yes
RIM01g33990_5 CAAAAGTGGCTTTTCTTGGG 20 AGACCCTTTGCCTCATTGTT 20 Yes
RIM06g29660_1 ATGAAGCGTGGGCTCATAGT 20 GGCGAATTCCTTCTTTGCTA 20 Yes

for all the primer sets using multithreaded e-PCR (me-
PCR) and amplicon with these two genomes was
compared in MS Excel.

A total of 84,634 genome-wide ISPs covering
the entire set of 12 rice chromosomes were developed
(Supplementary Table S1). Of the identified total ISPs,
we found 35,326 ISPs produced amplicon polymorphic
among Nipponbare and 93-11 cultivars. Based on the
polymorphism among indica (93-11) and japonica
(Nipponbare), the sorted sub-set is considered as
informative ILP markers. Of the total ILP markers,
22938 of them are 310 and <20 bp in length, which
could be visualized using 4% agarose gels or
Polyacrylamide gel electrophoresis (PAGE). A total
of 2134 ILPs were found to be 320 bp in length, which
could be easily visualized by normal 2-3% agarose
gel electrophoresis (Supplementary Table S2).

Validation of the intron-spanning primers

We randomly selected 10 ISPs (Table 1) to check
polymorphism among 12 diverse rice cultivars
belonging to both japonica and indica subspecies.
Genomic DNA was extracted from japonica cultivars
(Taipei 309, Nipponbare) and indica cultivars (Apo,
Swarna, N22, IR64, Kalakeri, Selumpikit, IR36, HBC
19, and Basmati 370) and amplified using a set of the
randomly selected 10 ISP primers. PCR products were
evaluated for these ILPs on 2% agarose gel. A total 8
of these 10 ISPs showed polymorphism among the
analyzed cultivars. Figure 1B shows the polymorphism
of 2 selected ISPs (RIM01g01450_1 and RIMO1g
01470_1) in 12 diverse rice cultivars. The polymor-
phism could easily be visualized in 2% agarose gel.

In accordance with in-silico analysis, the marker
RIM01g01450_1 has produced an amplicon of 200 bp
size in japonica cultivars and167 bp in indica varieties
(Fig. 1B). Similarly, as expected according to in-silico
analysis, RIM01g01470_1 marker give amplicon of 175
bp in japonica cultivars whereas 133 bp amplicon in
indica cultivars (Fig. 1B).

The utility of intron-spanning primers for gene
expression analysis

The size of the amplicon is crucial if the ISPs are
used for gene expression analysis in Quantitative-PCR.
Usually, amplicon length of around 60 to 100bp is
considered good for Q-PCR analysis, as too small
amplicon size could cause confusion with primer
dimers, whereas longer amplicon length may
compromise the amplification efficiency, particularly
when short cycling times are used. Longer amplicon
also tends to create a secondary structure that could
be problematic for the correct estimation of expression
level. More importantly, intron ISP is helpful to
eradicate the problems that arise with the DNA
quantitation. As the same primer pair can be used for
both Q-PCR and ILP analysis, the amplicon size with
genomic DNA would depend upon the length of the
intron. As depicted in Fig. 1A, the total amplicon length
from genomic DNA would be 60-120 bp + length of the
intron. If there is contamination of genomic DNA in
the cDNA, it will produce two different amplicons and
subsequent steps to remove the contamination can
be performed.

The ISP resource provided in the present study
can be utilized in mapping more particularly for
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Quantitative Trait Locus (QTL) fine-mapping where
identification of candidate is mostly the objective along
with finding tightly linked markers. In addition, the set
is useful for the allele mining of important genes in the
most cost-efficient way. Furthermore, this high-density
genetic database of molecular markers will expedite
the molecular mapping of various QTLs associated
with various agronomic traits and associated
differentially expressed genes at the whole genome
level for marker-assisted genetic enhancement in rice.
Furthermore, given the utility of genic ISM and ILP
markers in terms of their simplicity in discovery and
designing, and their potential to find out functional allelic
polymorphism among accessions in the gene regions,
makes them an ideal tool for breeding programs.
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Sr.No. Mrker_nailJaponica_dJaponica_dJaponica_HIndica_Pro|Polymorph FORWARD Tm(°C) Primer_siz
127 RIMO01g014226584 |226784 |200 167 33 AGAGATG(61.33 20
129 RIM01g014241056 |241231 |175 133 42 TGGATCT(59.984 20
141 RIMO01g011265223 |266304 |1081 1054 27 GCGGCAA459.913 20
155 RIM01g014319215 |320544 1329 1430 101 GCCTCCC60.199 18
242 RIM01g01]412811 413390 |579 608 29 CTGTTCCG[59.751 20
267 RIM01g014442158 |444204 |2046 1987 59 TGGAAAG/A59.903 20
302 RIMO01g02(537452 |538871 |1419 1398 21 ACGACCC(59.935 20
313 RIM01g02(548619 |548836 |217 237 20 CCGTCAA(60.668 20
327 RIM01g02(590154 |590898 |744 715 29 ATTGCCGA59.978 20
390 RIM01g02]1961533 |962762 |1229 1325 96 GCATTCA{59.002 20
402 RIM01g021010294 1010500 |206 226 20 TGGTCTG(E60.326 20
440 RIM01g0241124283 |1124426 |143 319 176 CAACCGTT|59.96 20
462 RIMO01g03]1300840 |1301916 |1076 1104 28 ATCAGGG(60.06 20
498 RIM01g0341457763 |1457956 |193 172 21 CCATGTGA59.105 20
529 RIMO01g03J1601455 |1602310 |855 702 153 TGGAATG(59.222 20
596 RIM01g0442014615 |2015191 |576 535 41 TTATGTTC{59.871 20
633 RIMO01g04]2132913 |2133394 |481 638 157 GAAATAA(58.405 25
642 RIMO01g0442245945 |2246352 |407 459 52 CGCTGGTT]59.993 20
735 RIM01g0542606437 |2606591 |154 178 24 GGAGACT]60.012 22
775 RIM01g05]2728473 2729060 |587 547 40 CATTACCT({59.813 20
796 RIMO01g0542769618 |2770114 |496 476 20 GTGGTTCE60.319 19
815 RIM01g0542790511 |2791115 |604 564 40 GAGATCGA60.981 18
847 RIMO01g06(2878345 |2878586 |241 279 38 GGCTAAT(60.175 20
866 RIM01g06313019480 |3019947 |467 492 25 GTACTCA{60.397 20
935 RIM01g07(3322202 |3322933 |731 866 135 GTGACGG]59.988 19
951 RIM01g07]3396744 |3397487 |743 590 153 TTTTTAAG|61 20
952 RIMO01g0713397527 |3397704 |177 153 24 GTCACCA(59.837 20
1041 RIM01g0743766562 |3768432 |1870 1840 30 CACGTAG(59.864 20
1050 RIMO01g0743772861 |3773556 |695 789 94 AACGTCG(60.628 20
1052 RIM01g0743779504 |3780573 |1069 1032 37 AGGAGAT(59.755 20
1065 RIMO01g0743843441 |3844024 |583 542 41 TTTGGGAG60.913 20
1110 RIM01g0813991479 |3992495 |1016 1039 23 GCAGATG(60.021 20
1117 RIMO01g08]4060480 |4061154 |674 696 22 GGACCTC(59.903 20
1130 RIM01g0844117423 4119394 |1971 1924 47 ACCAGAC(62.06 20
1163 RIMO01g0814263939 |4264350 |411 379 32 TTGCAGA(Q60.287 20
1177 RIM01g08]3750079 |3750253 |174 195 21 CACTCAG(60.766 19
1185 RIMO01g0814376230 |4376998 |768 808 40 CTGCATTT(60.152 19
1252 RIM01g0844510922 |4511578 |656 632 24 GTTGGTT({59.943 20
1356 RIMO01g09]5009105 |5011159 |2054 2032 22 ATTGGAG(59.974 20
1384 RIM01g0945175286 |5176233 |947 794 153 GTGGCAC161.296 19
1400 RIM01g10(5236259 [5236854 |595 575 20 CTCCACGT|60.415 18
1405 RIM01g10d5239561 5242946 (3385 3420 35 GCTTCCAT|60.195 20
1496 RIMO01g11(5900592 |5905954 |5362 5434 72 CCTCAAG(d60.241 20
1593 RIM01g1116377486 |6380674 |3188 3168 20 GACTTCAT|59.676 20
1636 RIMO01g1146475288 |6476127 |839 797 42 GATGTTT(59.602 19
1639 RIM01g1146478422 |6478657 |235 255 20 GGACAGG]60.51 20




1671 RIM01g12(6583620 |6585683 |2063 1888 175 TGACACG(60.16 20
1683 RIM01g12]6688740 |6689854 |1114 1182 68 TCTCCTCA159.43 20
1688 RIM01g1216692643 6692849 |206 354 148 TTAGGAAA58.405 27
1700 RIM01g1246839170 |6839773 |603 685 82 CCTCATTT(60.042 20
1720 RIM01g1216903907 |6904978 |1071 1099 28 GAGCTCC(59.542 18
1762 RIM01g12]7043516 |7045144 |1628 1557 71 CTGACCAA60.261 20
1768 RIM01g12]7061337 |7063602 |2265 2212 53 GACATGGA60.113 19
1780 RIM01g1247118394 |7118872 |478 335 143 GTATGGAA59.147 20
1782 RIM01g1247120986 |7121895 |909 728 181 AAAGCCCA60.255 20
1828 RIM01g13(7281497 |7282512 |1015 984 31 TTGGGTAT60.088 20
1869 RIM01g1317343148 |7343767 |619 573 46 TCATGCAG60.526 20
1882 RIM01g13]7385021 |7385893 |872 1059 187 GAGGAGC|60.065 19
1883 RIM01g1317385874 |7386541 |667 724 57 TCGGAAG159.734 20
1899 RIM01g13317458031 |7458525 |494 442 52 GTCCCCTC|59.807 20
1928 RIM01g1347558593 |7558820 |227 255 28 CAGTTGG(59.864 20
1973 RIM01g1347757804 |7758933 |1129 1107 22 GCGCTGTA60.419 20
2032 RIM01g1417994138 |7994368 |230 199 31 GGTGGTGA59.362 21
2088 RIM01g1448290735 |8291685 |950 1019 69 AGAAGGA(60.72 19
2116 RIM01g1448353481 |8353964 |483 577 94 TCGTGTG(E60.112 20
2122 RIM01g1448383524 |8384512 |988 957 31 CCTTCAGT|59.73 20
2145 RIM01g1548683631 |8684664 |1033 988 45 TGGGATCA60.218 20
2149 RIM01g1548717977 |8718683 |706 743 37 ACCGTGAT59.939 20
2309 RIM01g1639265328 9266284 |956 902 54 CATCACA({60.261 20
2364 RIM01g16]9498475 9499024 |549 521 28 CAGCATG(59.297 20
2475 RIM01g18110149177 10150374 |1197 1064 133 TGAGAGC]58.968 20
2488 RIM01g18110185539|10187246 |1707 1627 80 ATGCCCA(59.962 20
2492 RIM01g18]10194552 110195247 |695 722 27 CTGACACA59.691 20
2509 RIM01g18310311585 |10312664 |1079 1200 121 TGCTGAT@60.192 21
2523 RIM01g18310472433 110477055 |4622 4710 88 GAGCGTA(59.895 20
2564 RIM01g19(10766868 |10767571|703 619 84 AATTTTCT]|59.474 20
2706 RIM01g20]11516757|11519461 |2704 2735 31 TGAAGCG160.538 20
2756 RIM01g21(11740916 |11748270|7354 7421 67 ACCAGTA(60.182 20
2768 RIM01g21311833121 11833281 |160 182 22 TGATGTG(59.673 20
2777 RIM01g21]11845782 111847208 |1426 1399 27 GTGGCGA]59.297 20
2779 RIM01g21311848911 |11850850|1939 1969 30 AGGCGTC160.419 20
2795 RIM01g21411956482 |11958852 |2370 2398 28 TGGTAGCT60.074 20
2804 RIM01g21411961968 |11962148 |180 229 49 TGATCTTT(59.78 22
2831 RIM01g21412125400]12125586 |186 160 26 GGTCACC({59.165 20
2845 RIM01g21]12219765 |12220744 1979 949 30 TTTTTAGG|59.448 20
2877 RIM01g21412344147 112345594 |1447 1511 64 CGTCAAG(60.205 18
2879 RIM01g21412346541 12348790 (2249 2278 29 GAAGGAT(59.273 20
3013 RIM01g23311918778 1919330 |552 470 82 TATGGCTA60.288 20
3047 RIM01g23(13275522 1132770851563 1586 23 TGTTCCTT|60.724 20
3102 RIM01g24(13516831 |13518680 |1849 1823 26 CTTCCTGC|60.269 20
3129 RIM01g24(2504894 |2505823 |929 960 31 CGAAGGA{60.187 20
3138 RIM01g24(13562822 113564387 |1565 1639 74 CACGGTT({60.415 20
3157 RIM01g24113628246 (13629070 |824 765 59 CTTTGGAT|59.288 20




3173 RIM01g24413761091 |13761202 |111 84 27 TGGAACAA59.773 20
3247 RIM01g24414031193 |14033996 |2803 2828 25 AGAAGAT(59.105 20
3256 RIM01g24414036881 |14037071 |190 289 99 TGTGATC(59.631 20
3282 RIM01g25(1410253014106528 |3998 3886 112 ATCGTCAA60.395 20
3309 RIM01g25]14252058 |14252657 |599 568 31 CCTCCTCC]59.622 19
3345 RIM01g25414453141 |14453338 |197 221 24 ACGATTT(|60.026 19
3426 RIM01g26]14900412 1149014311019 1043 24 TGATAAT(@E59.613 22
3543 RIM01g27]15455199 |15456192 |993 936 57 GGTTTGC({60.088 20
3569 RIM01g27415644950 |15647980 |3030 2994 36 TTCCTGGT|60.656 20
3589 RIM01g28(10181194|10181346 |152 126 26 CCCTCAG(59.844 20
3605 RIM01g2813750083 |3750240 |157 178 21 CCATGTGAS59.105 20
3632 RIM01g28115975573 |15976608 | 1035 1009 26 CAATTGGT|59.996 22
3679 RIM01g28416231475 (16231975 |500 413 87 CTTCCTTG{58.839 19
3710 RIM01g29]16385154 116386432 |1278 1304 26 ATCAGATT|60.226 20
3720 RIM01g29316423603 |16423787 (184 72 112 ATGGCGA(59.96 20
3743 RIM01g29416482542 116489762 |7220 7256 36 TGAAAGT(60.088 20
3756 RIM01g29416524833 1165254461613 707 94 AACCATT@E59.374 20
3770 RIM01g29416544211 |16544511 |300 278 22 CAAGGAC(60.918 19
3908 RIM01g31417482691 |17483982 |1291 1344 53 AAAGGCA160.924 20
3918 RIM01g32(17539321|17540042 |721 547 174 GGAGGGA|61.095 20
4014 RIM01g32]17940687 |17942326 |1639 1513 126 CTACAGTT|60.689 20
4195 RIM01g33418703977 |18704364 |387 420 33 CAAAAGT({59.719 20
4256 RIM01g34318927192 118937559 |10367 10339 28 ATTCATG(|59.04 20
4261 RIM01g34418983194 118984917 |1723 1692 31 TGATCCTC|60.187 20
4327 RIM01g35(19380152 |19380920 | 768 793 25 CCTCATTC{59.075 20
4348 RIM01g35119466530 19466987 |457 575 118 CTACAAT(C|59.716 20
4350 RIM01g35]19480111 |19482145 |2034 1878 156 CCTTCCTT458.787 20
4467 RIM01g36320061509 |20063095 |1586 1489 97 GTCTCTTG|60.564 20
4587 RIM01g36420595702 |20597332 |1630 1580 50 CAAATGCA60.096 20
4600 RIM01g37(20652503 |20653485 |982 1026 44 TCTCCATC]60.072 20
4689 RIM01g37]21120685 |21121325 |640 547 93 TGGGTTAT59.931 20
4783 RIM01g38121359971 |21360996 | 1025 986 39 TCGCTGAQ60.016 20
4807 RIM01g38121423253 121423517 |264 328 64 TCGTGTCA60.776 20
4808 RIM01g38121423690 |21424437 |747 620 127 TGTCAAGA59.822 19
4810 RIM01g38121424620 (21424987 |367 275 92 TGAAAGAA58.801 21
4900 RIM01g39121993200|21994558 |1358 1391 33 CGCGAGTA60.027 19
4952 RIM01g39422217684 122218183 |499 551 52 GATAGCAA59.845 20
4954 RIM01g3943750083 |3750240 |157 178 21 CCATGTGA59.105 20
4997 RIM01g39]22435114 122436875 |1761 1646 115 CATCTTCC{59.596 19
5034 RIM01g39422536815 |22537058 |243 218 25 GAAACCG159.966 20
5043 RIM01g40(22618210|22622405 |4195 4087 108 TTTTGGTG|59.024 20
5051 RIM01g40122646649 |22647745 |1096 1135 39 CAGGGCT(60.297 21
5197 RIM01g40423096413 123102809 |6396 6417 21 TGGAGAT(60.248 21
5232 RIM01g41(23226951 |23227805 |854 659 195 CTCCTCGC|60.291 20
5288 RIM01g41423463168 |23463360|192 224 32 GCGGTTG160.852 18
5365 RIM01g42(23856267 |23856788 |521 604 83 ATGACCT@60.048 18
5394 RIM01g42123933896 |23935155 |1259 1222 37 CAGAGCA(59.911 20




5407 RIM01g42424140637 |24141706 |1069 1106 37 AAATCTTG|59.734 24
5430 RIM01g42(24236965 |24237677 |712 746 34 TTTCATGG|59.474 20
5437 RIM01g42424268767 |24270595 |1828 1775 53 AGAGGGC|59.827 20
5467 RIM01g42324376928 124378333 |1405 1459 54 TACAGCCT|59.807 20
5493 RIM01g42424485179 |24485857 |678 705 27 AAACACAT|59.927 20
5579 RIM01g43424891189 |24891446 | 257 363 106 CAGCGAT(62.854 18
5586 RIM01g43424895530 124895852 |322 386 64 TTATCCTT(59.382 20
5595 RIM01g43124904065 |24905096 |1031 1102 71 GGTGGCT(60.4 18
5654 RIM01g43425113486 125115491 |2005 1892 113 CACCAGG(60.197 18
5940 RIM01g46126299691 |26301037 |1346 1269 77 AATGCTCE60.538 20
5943 RIM01g4633750083 |3750240 |157 178 21 CCATGTGAS59.105 20
5972 RIM01g4643750083 |3750240 |157 178 21 CCATGTGA59.105 20
6171 RIM01g47427185238 127187365 |2127 2097 30 ATACCCGA60.588 19
6296 RIM01g48427857987 |27859434 |1447 1323 124 GATTTCTA[59.128 21
6312 RIM01g48127943497 127944834 11337 1308 29 TTTGGAA(J60.118 21
6315 RIM01g48127961086 |27963664 |2578 2549 29 CTCCGTCG[60.261 20
6327 RIM01g48428009008 |28010020 {1012 968 44 CATTCCG(C]60.57 20
6372 RIM01g49(28173731 28174387 |656 624 32 TTGAAGGA60.088 20
6438 RIM01g49428422344 128423227 |883 916 33 CGTGCATT|59.585 20
6508 RIM01g49428650766 |28651683 |917 883 34 CAACCAA({59.873 20
6511 RIM01g4948776173 |8777596 |1423 1276 147 TGACCCA(Q59.935 20
6537 RIM01g50(28740857 128741091 |234 206 28 AAACAGCT59.74 20
6548 RIM01g50d28740857 28741091 (234 206 28 AAACAGCT59.74 20
6627 RIM01g5029044592 129045213 |621 706 85 AGCATTC(59.674 20
6697 RIM01g50929246040129247913 11873 1915 42 AGCTGAG(59.85 19
6751 RIM01g51129424028 129424969 |941 852 89 ATGGATT(59.204 20
6844 RIM01g51429568152 129568804 |652 719 67 AGATCAG(60.53 20
6865 RIM01g51429646372 |29646539 |167 187 20 CGTCTTCT{60.443 20
6901 RIM01g51429853802 |29854389 |587 614 27 ATTGTCTC{61.071 19
6911 RIM01g51429873772 |29874720 |948 971 23 AACAGCT(60.549 19
6931 RIM01g52129988212 129990205 |1993 2013 20 CCTGCACT|59.989 20
7002 RIM01g52430177542 130177760 |218 198 20 ATGAGCA(60.296 20
7029 RIM01g52(30236996 |30239441 |2445 2416 29 CCAACCTT|61.049 20
7051 RIM01g52430398349 |30399555 |1206 1165 41 GTCCTCGT|60.786 20
7110 RIM01g533130635809 |30636100|291 423 132 GGGGTTGA58.504 20
7133 RIM01g53430754480 30755279 | 799 935 136 TGTTTCCC]58.869 21
7142 RIM01g53430763695 |30763991 |296 142 154 CGTGATT(E60.235 20
7167 RIM01g53]130867809 |30868429 |620 663 43 ACGCTGCT|60.223 19
7254 RIM01g54(31104595 |31105284 |689 768 79 CTGACGAT60.463 20
7335 RIM01g54431363145 |31363509 |364 404 40 GCGCATAA59.694 20
7375 RIM01g54131511366 |31512307 |941 916 25 GCTAGCAA59.985 20
7376 RIM01g54131512262 |31513019 | 757 806 49 ATGCCTA(57.449 20
7416 RIM01g54431601923 |31603172 |1249 1276 27 TGGGACTT60.012 20
7539 RIM01g55432168657 |32169513 |856 967 111 TCATCAGA60.234 21
7595 RIM01g56132414965 |32415601 |636 662 26 CCACCGGA60.713 20
7706 RIM01g56432671319 |32671986 |667 708 41 TGAGAGC]59.391 21
7795 RIM01g57(32964730 32966379 |1649 1696 47 GTGTATG(59.976 19




7814 RIM01g57(32972936 |32974274 11338 1317 21 TACCACCA59.429 20
7817 RIM01g57(32974667 |32975046 |379 417 38 TCTTCAAG|57.692 22
7919 RIM01g57133395913 |33396640 | 727 748 21 ACTCCTCC]|59.856 20
7920 RIM01g57133408984 |33409371 |387 473 86 GTGTTCCT[59.505 18
7933 RIM01g57433432131 |33432875 | 744 722 22 TTCTTGTT(59.903 20
7945 RIM01g57433467743 |33468547 |804 845 41 CAACGTCA60.465 19
7947 RIM01g57433473252 |33474058 |806 715 91 TCTACAGA59.726 20
8009 RIM01g58133709415 |33710120|705 654 51 TGCAGTG160.757 20
8035 RIM01g58(33896930 |33899974 |3044 3090 46 CCTCTTCT(59.721 20
8062 RIM01g58(33925572 133926263 |691 590 101 TTTCGTCT(59.844 20
8091 RIM01g59134141244 134143067 |1823 1849 26 GCGCTCTA60.285 20
8133 RIM01g59434397387 |34398846 |1459 1371 88 ATGGCTA(59.579 20
8135 RIM01g59434400976 |34401781 |805 830 25 GCACATCA59.963 20
8144 RIM01g59426659368 |26660769 |1401 1267 134 GGAGGAT[59.81 20
8274 RIM01g60134995856 |35000779 14923 4807 116 CGGCGTC162.907 18
8281 RIM01g60{35062004 |35062296 |292 314 22 CGTGACCT|59.776 19
8368 RIM01g61435539289 |35542626 |3337 3179 158 TTCTTCAT(60.158 20
8373 RIM01g61435572284 135574079 |1795 1752 43 CAAGCCT(59.67 20
8385 RIM01g61(35636266 |35638340|2074 2117 43 CTACTTCC]|59.187 20
8395 RIM01g61435682476 |35684367 |1891 1863 28 TACAACCT|59.591 20
8421 RIM01g61435767075 |35767599 |524 407 117 CTATTCAA(60.786 20
8545 RIM01g62436213298 |36213506 | 208 250 42 GAGGAGG|59.807 20
8573 RIM01g62(36281435 |36282073 |638 660 22 ATTGCCA@59.967 20
8654 RIM01g63(36499721 |36500736 |1015 1075 60 TATCAGG(60.088 20
8688 RIM01g63111291249111291852 |603 436 167 AGGGGGA|60.89 20
8723 RIM01g63¢876894 |878015 |1121 1039 82 TGTATTAA|59.64 20
8751 RIM01g63]37001667 |37002871 |1204 1250 46 GTCTACAT|59.957 20
8789 RIM01g64137280174 |37281063 |889 788 101 CGAAGGA]59.302 23
8798 RIM01g64137299103 |37299390 | 287 265 22 CTGACCA({60.136 20
8834 RIM01g64437469557 |37470221 |664 700 36 GGCCATTT|59.867 20
8897 RIM01g64137582939 |37583185 |246 206 40 TTCAGGCT|59.888 20
8941 RIM01g65(37767358 |37767884 |526 476 50 CATGAAC({60.001 20
8971 RIM01g65137839048 |37840729 |1681 1862 181 TGTCCCTG|60.626 20
8984 RIM01g65337909610(37910128 |518 465 53 TTGGTTCG60.301 20
9026 RIM01g65138032258 |38033793 |1535 1594 59 CCGTCCTA[60.125 20
9064 RIM01g6538092806 |38093000 |194 235 41 ATAGCAA(60.812 19
9065 RIM01g65(38115307|38116320|1013 1064 51 ACTCAGCT|61.275 20
9069 RIM01g65]38164904 |38165827 |923 977 54 GCCTCTCG[59.925 19
9071 RIM01g65]38196812 |38198816 |2004 1982 22 GGTTCTTT{60.232 20
9083 RIM01g65438255468 |38256105 |637 663 26 GGCACCT(60.073 20
9087 RIM01g65438287044 138289517 |12473 2537 64 GTCCTCTG[61.785 20
9108 RIM01g66138382373 |38383913 |1540 1517 23 CATGGTCA60.932 19
9408 RIM01g68(39543697 |39545525 |1828 1787 41 CTTCGTCC{59.958 19
9460 RIM01g68139668740 |39669224 |484 387 97 TCCTGGTA59.989 20
9483 RIM01g68339729353 |39729787 |434 413 21 CTCGCGGA60.042 19
9500 RIM01g68439767754 |39768262 |508 560 52 TCAGGAT(59.787 20
9523 RIM01g68139809487 |39811068 |1581 1708 127 GAAGTTG160.975 20




9568 RIM01g69(40129521 140129954 1433 461 28 GTCGGCA162.145 20
9584 RIM01g69140167893 |40168489 |596 641 45 ATTCTGAT|60.226 20
9592 RIM01g69140176881 140177536 |655 678 23 TGGGGGA|59.784 20
9603 RIM01g69140204291 |40205378 |1087 1133 46 GTCGATG(59.944 18
9621 RIM01g69]40225374 140225676 |302 265 37 ATTGGCAT|60.226 20
9635 RIM01g69]40241649 |40242032 |383 423 40 TTGTAGGAS59.272 20
9641 RIM01g6943750083 |3750240 |157 178 21 CCATGTGAS59.105 20
9642 RIM01g69419520339|19520572 |233 257 24 ACCTCGA({60.096 20
9653 RIM01g69440361904 140362839 |935 967 32 TGCTGACA59.988 20
9679 RIM01g70(40493088 |40494298 11210 1182 28 CGTCGACA60.701 20
9709 RIM01g70340657812 |40658652 |840 883 43 AGGGCAC(59.476 20
9778 RIM01g70140846048 140846329 |281 308 27 CCAAGACA59.962 20
9872 RIM01g71341192692 141193889 |1197 1174 23 GTCATCAA60.52 20
9879 RIM01g71141197311 (41197481170 146 24 TTTTGTAG|60.152 21
9883 RIM01g71341219463 1412217812318 2347 29 GATGGTA(60.342 19
9893 RIM01g71341252097 |41269255 |17158 17217 59 GAGGGAG|59.986 20
9964 RIM01g71441619002 |41619683 |681 721 40 GAAAGTTT59.441 23
9994 RIM01g71441691681 |41692879 |1198 1260 62 GATGGAG{59.805 20
10036 RIM01g72]41893348 141893953 |605 647 42 ATTTTACA{58.809 20
10153 RIM01g72142218161 |42219242 |1081 965 116 GGCCTTG(60.088 20
10266 RIM01g73142511130]42511421 291 336 45 CACTCTCT{60.275 20
10433 RIM01g74142946436 |42946909 |473 451 22 TCGCAGAT60.073 20
10450 RIM01g74142959828 142960001 |173 196 23 CTTGGCTE60.309 20
10647 RIM02g01§290940 |291705 |765 713 52 CAAGCGTA59.993 20
10958 RIM02g03]5175286 |5176218 |932 800 132 GTGGCAC161.296 19
11053 RIM02g03410120627 |10120971 |344 295 49 ATTTGCAA60.786 20
11071 RIM02g0341546549 |1548025 |1476 1329 147 GCTTCTCA(60.285 20
11116 RIM02g0411784982 1787419 |2437 2518 81 ATCAACCA60.657 20
11211 RIM02g042016407 |2017013 |606 654 48 TCTGGGG160.943 20
11213 RIM02g0442017745 2018069 |324 353 29 ACTGTCCT|59.966 20
11227 RIM02g0442097603 2099423 |1820 1796 24 ACAAGTG(60.009 20
11248 RIM02g0442255256 |2255421 |165 200 35 TTTTGCCT/57.243 24
11251 RIM02g0442259459 2259886 |427 392 35 ATCAATG(60.667 20
11334 RIM02g05133435673 |33436696 |1023 1054 31 CTGTTGG(59.648 20
11336 RIM02g05]2498491 2499886 |1395 1366 29 CCCCCTCT{60.455 20
11526 RIM02g0633154861 |3155375 |514 356 158 TTCTATTT(59.926 20
11566 RIM02g0643267687 |3267891 |204 265 61 AAGGTGG(60.188 19
11668 RIM02g0713750083 |3750240 |157 178 21 CCATGTGA59.105 20
11717 RIM02g0733788602 |3789569 |967 935 32 GGAACAA459.08 20
11749 RIM02g0743879918 |3882455 |2537 2592 55 GCGTCCAT|59.397 20
11761 RIM02g0743927873 |3928081 |208 245 37 ATGGAGG(59.879 19
11800 RIM02g07]4036781 |4037502 |721 688 33 TGATCCTC|61.046 20
11802 RIM02g07]4044744 14044899 |155 176 21 CCTCGTCC|60.195 18
11906 RIM02g0814386299 |4386947 |648 589 59 AGCAGAA160.776 20
11922 RIM02g08314430024 4430329 |305 334 29 GCATAGG(59.668 20
11964 RIM02g0844482034 4482337 |303 268 35 AGAGGCA]59.154 19
12015 RIM02g0914718808 4719557 |749 721 28 AGGTGAT159.009 20




12023 RIM02g09]4786114 4786475 |361 389 28 GAGGTGC(60.012 20
12049 RIM02g0944947222 |4948102 |880 945 65 CAACATG(60.84 20
12119 RIM02g1015317054 |5317259 |205 322 117 AGCTGGAA60.298 20
12120 RIM02g1015317233 |5317774 |541 635 94 CGGCATT({60.192 18
12155 RIM02g10335572018 |35574080 | 2062 2019 43 GCCGAGG(62.223 19
12242 RIM02g1045624550 |5625278 |728 683 45 GCCTCGCT[59.101 20
12245 RIM02g1045625711 |5626649 |938 974 36 CAGGAAC(60.081 20
12291 RIM02g11417188312 117188425113 148 35 CAAAAGCA60.132 20
12353 RIM02g1146167121 6167899 |778 850 72 ACCAGCGA59.904 20
12400 RIM02g1216313021 |6313745 |724 746 22 TCATTAGT|58.872 20
12494 RIM02g1246776466 |6777050 |584 459 125 TGGGTCT(59.807 20
12498 RIM02g1236792707 |6793190 |483 519 36 AGGTCCAT 60.293 20
12522 RIM02g13(6921100 |6921444 |344 321 23 AGAGAGG|60.088 20
12539 RIM02g1316988856 |6989975 |1119 990 129 GCACTAAT|60.34 20
12574 RIM02g13111177616 |11177827 |1211 166 45 CCATGGA(59.522 20
12716 RIM02g14(7677520 |7687008 |9488 9607 119 AGGAGCA(60.226 20
12717 RIM02g1417706938 |7707116 |178 146 32 CTCCCCCG[60.494 19
12753 RIM02g1417881067 |7881771 |704 642 62 GACATGG60.667 20
12845 RIM02g1448300105 |8301266 |1161 1074 87 GTCGCCAA60.363 18
12922 RIM02g1533750083 |3750240 |157 178 21 CCATGTGA59.105 20
12944 RIM02g1548779723 |8781422 1699 1676 23 AGGCTTGA59.95 20
12972 RIM02g1549013024 |9015239 |2215 2147 68 CCAGAGC159.761 21
12974 RIM02g159042346 |9043316 |970 946 24 CCAATCTT(61.364 18
12983 RIM02g16(9116225 |9117213 |988 1050 62 TCAAGGA(59.803 20
13015 RIM02g16]17120063 |17120650 |587 669 82 CAACATC{H60.263 20
13032 RIM02g16413094667 |13095515 |848 1023 175 TCTCCGCC|60.135 20
13069 RIM02g16]9544722 9548161 |3439 3463 24 CTCTCCAT{59.905 19
13104 RIM02g1713750083 |3750240 |157 178 21 CCATGTGA59.105 20
13186 RIM02g17]10207577 110208058 |481 385 96 CTCCACGT[61.691 18
13323 RIM02g18110638807 |10639289 |482 445 37 ATCTGCG(E60.11 20
13404 RIM02g18411072726 11073574 |848 934 86 AGATGCT(59.723 20
13463 RIM02g19311289974 111290323 |349 326 23 CAACTAGT|60.305 20
13478 RIM02g19411389707 111389920213 258 45 CGCATTCA[60.233 20
13597 RIM02g20314081542 |14081772 |230 253 23 TAATGGC(60.088 20
13639 RIM02g20]12256461 12257084 1623 754 131 TGTTGTGT|59.525 21
13670 RIM02g20412372025 |12373068 |1043 1069 26 TGTTACTG|59.415 20
13740 RIM02g21434210591 |34210917 |326 364 38 TGGCAAA/A59.916 20
13768 RIM02g21412789240|12789812 |572 422 150 AAGACGA(60.096 20
13787 RIM02g21412847218 112847879 |661 681 20 GAAGCTC160.483 20
13792 RIM02g21(12860265 |12863398 |3133 3202 69 ACCGACCA60.648 20
13866 RIM02g22]13308426|13308858 |432 464 32 TGCAGTT(@E59.875 20
13905 RIM02g22413015732 |13016772 |1040 958 82 TGCGTGCA59.694 20
14018 RIM02g24414427147 114427366 |219 192 27 GAGGACG(60.05 20
14027 RIM02g2441429877 1431113 |1236 1204 32 AGATGAA(59.923 20
14042 RIM02g25(14563392 114563494 |102 139 37 GGCAATC(60.051 20
14051 RIM02g25114639353 |14640214 |861 905 44 GCAATCAT|59.644 21
14074 RIM02g25312406429 112407257 |828 802 26 TATGGGTT)59.933 20




14091 RIM02g25414654180 |14656052 |1872 1821 51 TCAAAGT(59.881 20
14110 RIM02g2517263962 |7264093 |131 252 121 GTACATA(60.221 20
14198 RIM02g26115378561 |15379299 | 738 648 90 TCTGTCAT|59.988 20
14201 RIM02g26115381578 115382680 |1102 1053 49 GCTGTGG(61.141 18
14245 RIM02g26415667059 |15667270|211 232 21 GATCTTGAS59.537 20
14280 RIM02g26415775152 |15776385|1233 1268 35 TACCCGAA59.966 20
14453 RIM02g27416465343 116465996 |653 725 72 TTTGGTCC|59.143 20
14481 RIM02g28(16612522 |16613530 |1008 1039 31 GCAAGCG(60.225 20
14484 RIM02g28(16614497|16615510|1013 908 105 TGTTTCTT(59.097 20
14490 RIM02g28(16617200|16624851 | 7651 7631 20 CGTAGACA59.365 20
14532 RIM02g28121583467 |21584193 |726 617 109 TCAAGTCA60.139 21
14543 RIM02g28116905313 |16906676 |1363 1341 22 GGATGAT(60.021 20
14558 RIM02g28(16954667 |16954961 |294 273 21 TCATTTTG(60.193 20
14584 RIM02g28417071625 |17072896 |1271 1096 175 TCGCTTAA|60.089 20
14609 RIM02g29126417581 |26417681 |100 185 85 GGGAGCT462.299 18
14736 RIM02g29417800824 |17802395 |1571 1602 31 GATGGCG]61.014 20
14751 RIM02g30(17857340|17860340 |3000 2956 44 CAGCTCAT|59.726 20
14759 RIM02g30117869307 |17869705 |398 472 74 TGAACCA(G60.195 20
14797 RIM02g30318033802 |18039761 |5959 6073 114 GTATGGG(60.057 20
14845 RIM02g30]18284762 |18286435|1673 1644 29 GAGATGT(60.048 20
14970 RIM02g31]18767833 |18768528 |695 720 25 AAATTGGA60.065 19
15037 RIM02g32319107922 |19109089 |1167 1116 51 AGCAAGG(58.815 20
15038 RIM02g32312479515 |12480529 |1014 937 77 CTCAAGC(60.95 19
15041 RIM02g3233750083 |3750240 |157 178 21 CCATGTGA59.105 20
15123 RIM02g32(19376246 |19376581 |335 271 64 GGTTTTAG60.365 20
15137 RIM02g32]19433737|19434904 |1167 1264 97 GAATTCAT|59.756 20
15144 RIM02g32]19463758 119464224 1466 565 99 CGTGGCA(60.924 20
15180 RIM02g33(19644235 |19645555 |1320 1293 27 GAGTCCGA60.873 20
15189 RIM02g33119677775 |19678494 | 719 609 110 AATCTCAT]|59.108 21
15201 RIM02g33]19747490 19747683 |193 273 80 CGAAAGA(60.397 20
15216 RIM02g33119802074 119802226 |152 87 65 CGATGAT({59.4 20
15219 RIM02g333119815805 |19816033 |228 271 43 TTTTGCAA|59.849 20
15222 RIM02g33111498617 |11498961 |344 398 54 AGATTGAA60.081 20
15232 RIM02g33419877006 |19878423 |1417 1467 50 TGAGATC(59.215 20
15234 RIM02g33419878671|19879562 |891 839 52 TTAACAA(Q59.013 20
15270 RIM02g33{20006495 |20006788 |293 263 30 CGAGCAG(60.005 20
15275 RIM02g33¢20013579|20013932 |353 506 153 GAAGCAG(59.871 19
15279 RIM02g33]20103507 |20104949 |1442 1384 58 AGCGTCCT|61.825 18
15343 RIM02g34120408766 |20409026 | 260 300 40 GCGTTGT(60.134 21
15351 RIM02g34110454408 |10456936 |2528 2508 20 ATGACAGT59.393 20
15390 RIM02g34320557842 120559751 |1909 1857 52 CTTCCCGG[62.228 19
15409 RIM02g34420659524 120661581 | 2057 2078 21 AGCAAATT61.091 20
15412 RIM02g34420673732 120675980 |2248 2273 25 TCAGGGTA58.945 21
15486 RIM02g34420908604 |20909451 |847 824 23 GATCACC(60.164 18
15520 RIM02g35(21026335 |21032299 |5964 5923 41 GAGGGCA|59.997 20
15567 RIM02g35322527407 |22527594 |187 162 25 ATCCTCG(|60.61 18
15574 RIM02g35321239639 |21240265 |626 691 65 TTCGTAAG59.43 20




15575 RIM02g35321239639 |21240265 |626 691 65 TTCGTAAG59.43 20
15576 RIM02g35321239639 |21240265 |626 691 65 TTCGTAAG59.43 20
15577 RIM02g35321239639 |21240265 |626 691 65 TTCGTAAG59.43 20
15578 RIM02g35321239639 |21240265 |626 691 65 TTCGTAAG59.43 20
15579 RIM02g35421239639 |21240265 |626 691 65 TTCGTAAG59.43 20
15593 RIM02g3542196564 2198428 |1864 1699 165 CGACTGG160.277 20
15647 RIM02g36]21836711 218373221611 491 120 GGGCCTG(60.34 20
15669 RIM02g36422007568 122010043 |2475 2568 93 TTGTTATG|60.011 20
15702 RIM02g36422104548 122106584 |2036 2057 21 TTCTTCCT(60.38 20
15705 RIM02g36436068046 |36068614 |568 507 61 TCCATGGA60.934 20
15706 RIM02g36{36068625 |36069440|815 782 33 AACCAAT(59.973 20
15941 RIM02g38423289681 |23290139 |458 485 27 CGGCCAAA60.424 20
15960 RIM02g38]23378909 |23379632 | 723 775 52 GATCCGA(59.077 18
15994 RIM02g38423449206 |23450951 |1745 1690 55 GAGAGAC{60.941 19
16058 RIM02g39123637695 |23642972 |5277 5162 115 CGGATTCT|60.187 20
16059 RIM02g39123643183 |23643583 |400 375 25 AGGGACA160.737 20
16155 RIM02g39423413348 123414078 |730 751 21 ATATGCTT|60.103 20
16188 RIM02g40(24217903 |24219520 1617 1638 21 GTCGACAT59.521 19
16258 RIM02g40424554384 124555425 |1041 1091 50 GCTACGG(60.769 18
16294 RIM02g40424740197 |24740702 |505 525 20 TGATGTTE59.967 20
16325 RIM02g40410766745 |10766934 |189 167 22 AACAATG(60.701 20
16326 RIM02g40410766868 110767571 |703 619 84 AATTTTCT]|59.474 20
16339 RIM02g41424811153 |24813565 |2412 2379 33 CTGGGTTA60.517 20
16397 RIM02g41425184741125184932 |191 225 34 CTCCTCCT(60.727 18
16440 RIM02g42125396379 |25396705 |326 476 150 TGGATTCAS58.117 20
16503 RIM02g42(25649229 |25652950 |3721 3700 21 AATTCGAG60.019 19
16557 RIM02g43(25892262 |25892526 | 264 244 20 GCTGAGA(59.694 20
16563 RIM02g43(25931945 |25932451 |506 540 34 CAGGGCA(61.536 18
16598 RIM02g43326154091 |26154990 | 899 817 82 CTTCATCT{59.577 20
16617 RIM02g43(26360112 |26362077 | 1965 2013 48 TCTCCGTC162.612 18
16649 RIM02g43426437058 |26437925 |867 839 28 GCTGGCG]59.967 20
16652 RIM02g43426467020 |26467257 | 237 279 42 GTCCCAA(59.153 20
16670 RIM02g43426538270 (26539019 | 749 787 38 CTCCTCAC]60.767 19
16676 RIM02g44126633103 |26633338 |235 202 33 CATCTATG|60.615 20
16677 RIM02g44126633453 |26633846 |393 414 21 CAAGCTC({60.647 20
16700 RIM02g44126815859 |26816652 | 793 772 21 CGAGAAG(59.462 21
16712 RIM02g44126938496 126939846 |1350 1378 28 AGACAGA159.981 20
16782 RIM02g44427033098 |27034671|1573 1624 51 GCCTGTTA58.9 20
16786 RIM02g44(27040664 |27041216 |552 483 69 CGCTGCCA60.834 20
16815 RIM02g45(27312849 127318013 |5164 5295 131 GGAAGGC{61.388 19
16820 RIM02g45(27342832 127343949 |1117 1159 42 CTTCATCA{(60.073 20
16839 RIM02g45327543441 127543869 |428 390 38 ACCGACT(59.933 20
16894 RIM02g45427782641 127784990 |2349 2450 101 ACGGACA159.535 20
16964 RIM02g46128099549 |28100655 |1106 1146 40 GAAGAGG(59.927 20
16968 RIM02g46128109180 28109763 |583 555 28 GACACCT({59.847 20
16988 RIM02g46128209208 |28209418 |210 160 50 GCACTGA(59.323 20
17003 RIM02g46328256931 |28258199 |1268 1417 149 TGGGTCC(J60.18 19




17122 RIM02g47(28693248 128694255 |1007 958 49 ATTTGCCT|60.11 20
17148 RIM02g47128758670|28759058 |388 241 147 TCCAATTG|60.692 20
17359 RIM02g48(29433106 |29434475 |1369 1306 63 GCTGCTC(62.127 18
17444 RIM02g48129828053 |29828251 |198 172 26 GCCCACTT[60.111 20
17544 RIM02g49130105114 |30105467 |353 172 181 TCTGATGA61.159 20
17545 RIM02g49]30105266 |30105768 |502 321 181 ACCAAAC(59.569 20
17634 RIM02g49¢30358966 130359252 |286 216 70 ACGAAGA159.585 18
17699 RIM02g50(30568852 |30570363 |1511 1477 34 GGCATCAA60.633 20
17717 RIM02g50130632087 |30632476 |389 409 20 CGCAGAT(60.027 21
17724 RIM02g50130647891 |30648107 |216 277 61 TCAAGCG(59.523 20
17790 RIM02g50130889753 130890228 1475 433 42 GCAACGA(60.02 20
17881 RIM02g51131341355|31341517 |162 183 21 GGACACCA59.399 20
17934 RIM02g51431559801 |31561288 |1487 1516 29 GTGACTTE60.012 20
18062 RIM02g52132003707 |32004321 |614 592 22 AATGAAT(59.871 20
18079 RIM02g52332033463 |32035751 |2288 2193 95 GAAGCTAT160.352 20
18114 RIM02g52432117503 |32118012 |509 484 25 AAGTGGA/59.934 20
18123 RIM02g52(32173648 32179921 |6273 6462 189 GTTTTCGA[60.257 20
18124 RIM02g52432185655 |32186439 | 784 812 28 ACGGTCTT|60.801 18
18253 RIM02g53432823246 |32824032 | 786 734 52 AGGGGCC]|59.42 20
18286 RIM02g53132932252 |32932907 |655 632 23 GCCTAGC(59.034 20
18339 RIM02g53433052844 133054571 |1727 1770 43 GCCTCCAA60.158 18
18360 RIM02g54(33068854 |33069798 |944 922 22 CTGGAGG(59.708 20
18426 RIM02g54133211782 133211991 | 209 154 55 TAATCTGT|60.036 20
18453 RIM02g54433353933 |33354094 |161 247 86 AAGTTCAAS59.187 20
18502 RIM02g54133394689 |33395756 |1067 1104 37 CTCAAGG(60.353 20
18505 RIM02g54433407540|33408167 |627 657 30 CCTCTTAA|59.724 20
18518 RIM02g54133429301 |33430354 11053 1248 195 GGGACAC(59.927 20
18609 RIM02g55(33710760 |33711454 1694 647 47 TCCGACAA59.83 20
18611 RIM02g55(33711786 |33712236 |450 352 98 TGGTCCTC59.605 20
18696 RIM02g55433997382 |33998270 | 888 943 55 AAAAATGA57.409 25
18757 RIM02g55434234347 |34235421 11074 1104 30 AGAGGGT(60.111 20
18777 RIM02g55434250668 |34250875 | 207 243 36 TTGCCTTG|59.078 20
18799 RIM02g56(34293818 |34294297 |479 425 54 CTCGCTTC]|61.08 20
18826 RIM02g56134346356 |34347260 |904 804 100 CTGCAGG(59.77 20
18838 RIM02g56]18319925 118320106 |181 347 166 GCACTAG(59.985 20
18839 RIM02g5617995040 |7995530 |490 656 166 AAGGAAT160.074 20
18841 RIM02g5617995976 |7996433 |457 531 74 TGGGTGTA59.924 20
18875 RIM02g563134496632 |34497386 | 754 793 39 TGCGCTC(59.115 21
18897 RIM02g56134593382 134596293 | 2911 2952 41 CATTGAG(59.751 20
18914 RIM02g56134627944 134628456 |512 576 64 TAGAAGCA60.154 20
18975 RIM02g56134759609 |34760264 |655 547 108 AAGGAGC]|60.204 20
18992 RIM02g56134789066 |34789821 | 755 781 26 GAGATGG(59.739 19
19019 RIM02g56434833486 |34834486 |1000 1025 25 CAACGTGT60.001 20
19047 RIM02g57(34921791 |34922295 |504 532 28 CAGCTGGA59.869 20
19070 RIM02g57134976416 |34977323 |907 887 20 CAAGCAAA59.366 21
19090 RIM02g57134997229 |34998497 |1268 1236 32 GCCAAGA(59.992 20
19174 RIM02g57435263542 135263923 |381 360 21 GCAACCAT59.25 20




19197 RIM02g57(35298837 |35299587 | 750 666 84 TCGACTGA60.737 20
19249 RIM02g57435463922 |35464059 |137 161 24 CGGATCGA59.474 20
19271 RIM02g58(35544860 |35545412 |552 526 26 CTGGTGCT[60.508 20
19304 RIM02g58135579676 |35582523 |2847 2904 57 CCACGGAA58.984 20
19317 RIM02g58135618507 |35619386 |879 694 185 GCTCAGG(59.886 18
19394 RIM02g58¢35820889 |35821137 | 248 215 33 GAAGCAT160.081 20
19410 RIM02g58135876314 |35878570|2256 2224 32 GCTCCTG(E59.962 20
19412 RIM02g58135878692 |35879304 |612 586 26 AATGTAG(59.978 20
19627 RIM03g01]454724 |455599 |875 903 28 GCACCTG(61.777 18
19635 RIM03g01]478768 |479409 |641 597 44 CCTACTGH61.758 18
19637 RIM03g01]27031800 |27032026 |226 378 152 ATTTGTCT({59.973 20
19639 RIM03g01]27027856 |27028015 |159 187 28 ATATATG(E59.813 20
19666 RIM03g014511255 |512612 |1357 1488 131 TCTGGAT(59.788 21
19674 RIM03g014536756 |538250 1494 1546 52 AGTAGCCA59.357 20
19732 RIM03g02(652218 653230 |1012 1036 24 ATTCGAT(|59.41 20
19771 RIM03g021679826 |679992 |166 197 31 CCTGAGC(60.366 20
19853 RIM03g02310382337 103842201883 1822 61 TGGAAGG]59.123 20
19898 RIM03g021942451 |943000 |549 453 96 AAGAAGG{60.026 21
19920 RIM03g02(992543 1993096 |553 530 23 GGTGTTAA60.111 20
19923 RIM03g024511218 |512565 1347 1478 131 TCCACAGT|60.562 20
20033 RIM03g03]1395568 |1397325 |1757 1719 38 GGCTCTT(59.694 19
20078 RIM03g0341477591 |1478474 |883 918 35 CCAAAGG(59.993 20
20099 RIM03g03(1631319 1633932 |2613 2565 48 CTTCCGTC]|60.331 20
20125 RIM03g0341755301 |1755472 |171 210 39 CACCTGGT[60.149 20
20442 RIM03g05422715273 122716266 |993 958 35 CTCTTGTC]|60.134 20
20443 RIM03g0542993047 2993442 |395 197 198 CCGCGAA(60.234 19
20449 RIM03g06(3020851 |3021117 |266 216 50 GCATCGT(59.658 20
20625 RIM03g0713625674 |3626507 |833 922 89 CAAGATCA59.631 18
20651 RIM03g0713676602 |3676818 |216 261 45 GTGGAAT(59.978 20
20704 RIM03g07(16843224 116843996 | 772 813 41 GAGAACG{59.511 20
20754 RIM03g0743991137 |3995988 |4851 4876 25 GGACCAA(59.547 20
20783 RIM03g08(4094593 4095377 |784 814 30 AGCACGC159.904 20
20784 RIM03g08(4094593 4095377 |784 814 30 AGCACGC159.904 20
20785 RIM03g08(4094593 4095377 |784 814 30 AGCACGC159.904 20
20786 RIM03g08(4094593 4095377 |784 814 30 AGCACGC159.904 20
20827 RIM03g08314266409 4269396 |2987 2957 30 GACTTCG(59.882 20
20862 RIM03g0844333721 |4334340 |619 583 36 CAGTGAA(59.581 21
20884 RIM03g0814409860 4410435 |575 631 56 GCTTGGAA59.629 20
20976 RIM03g0844606342 4613243 |6901 7001 100 CGTCGTC(H59.984 18
20977 RIM03g0844613628 |4613809 |181 216 35 AGACGTG(60.829 18
20997 RIM03g0914764128 4764851 |723 749 26 TGATCAT(60.048 20
21025 RIM03g0944877401 |4878579 |1178 1218 40 CGAGCAC(59.867 20
21067 RIM03g10(¢5033512 |5036574 |3062 3106 44 GCGTCTT(59.95 20
21108 RIM03g1035270387 |5270636 |249 162 87 ACTACAAT|59.434 20
21165 RIM03g1045458944 |5459977 |1033 1092 59 GAGGTCT(60.269 20
21266 RIM03g1115777050 |5777537 |487 464 23 CCTCGCTC|60.135 20
21267 RIM03g1115777553 |5777790 |237 265 28 ATCTGCCA60.269 20




21269 RIM03g1135818626 |5819454 |828 742 86 GCATATG(59.344 20
21289 RIM03g1135863326 |5863684 |358 407 49 GTACTCA({59.47 20
21292 RIM03g1145865337 |5866759 |1422 1341 81 CGGAGTC(59.78 20
21372 RIM03g11¢6041403 6042454 |1051 993 58 CTCTCCCC(61.85 20
21374 RIM03g1146042822 6046746 |3924 3904 20 CAGAGAA(59.989 20
21490 RIM03g1219484674 |9485362 |688 718 30 CAGGGCT(59.688 20
21572 RIM03g1216662646 |6664468 |1822 1752 70 GCAGGAA{60.386 20
21604 RIM03g126698218 |6699002 |784 758 26 GCTTGTTG58.287 20
21612 RIM03g1246702831 |6703594 |763 635 128 GGAGCAC]59.682 20
21636 RIM03g12]16816427 |6817507 |1080 1100 20 TGGAAGT157.008 23
21655 RIM03g1236940816 6941711 |895 790 105 ATGCAGT(59.347 20
21665 RIM03g13(7023239 |7024168 |929 780 149 TGGTACCT|60.755 20
21671 RIM03g1317074191 |7074418 |227 178 49 TTCCTTCGY60.603 20
21830 RIM03g1417668379 |7668803 |424 454 30 AGAGTCCA60.159 20
21965 RIM03g1538403341 |8404258 |917 794 123 CCCTGTCA|59.864 20
22062 RIM03g1548814317 |8815280 |963 1025 62 GCAATTTH59.781 20
22207 RIM03g17(9482797 |9485260 |2463 2484 21 TCATGAG(59.992 20
22217 RIM03g17(9493306 |9495396 |2090 1961 129 AATGTCTT|59.045 21
22257 RIM03g17]9628404 |9628978 |574 671 97 GATGTCC({60.363 20
22301 RIM03g17¢9842809 |9844265 |1456 1436 20 TTGTTTTT(59.71 18
22405 RIM03g18110203766 |10204173 |407 364 43 CGTCGAT(62.128 19
22468 RIM03g18410352559|10352801 |242 210 32 ATGCTAC@59.347 20
22501 RIM03g1810456302 110456470168 276 108 GTTCGAC({61.337 20
22565 RIM03g19]10845610 |10845965 |355 375 20 ATACAAA(60.416 20
22593 RIM03g19410938419 110942021 |3602 3518 84 CTCTTCCT(60.912 18
22617 RIM03g19411047637 |11048234 |597 573 24 GCCAAAAA60.76 19
22631 RIM03g19411074658 111075139 |481 445 36 TTTTTATT(59.586 20
22743 RIM03g20411653152 |11653624 |472 319 153 GGAGGAT{60.133 20
22802 RIM03g20411804871 11805614 |743 775 32 GCTGCTCT[60.012 20
22834 RIM03g21112018711 12019788 |1077 1157 80 TCACACAA59.924 20
23030 RIM03g21412529209 |12530068 |859 880 21 GCTTTAAA60.075 20
23041 RIM03g21412600339 12601502 |1163 1062 101 CGAATGG159.853 20
23051 RIM03g22(12610814 (12611372 |558 522 36 CTCCACTT{60.444 20
23054 RIM03g22(12626235 |12627335 |1100 1124 24 CTGGAGC160.778 19
23066 RIM03g22112698667 |12699728 |1061 1033 28 AGGTTTTT|59.184 19
23186 RIM03g22413178316 |13180052 |1736 1712 24 CAACTAC(59.844 20
23235 RIM03g22413245114 13245814 |700 724 24 GATGATCA59.488 20
23263 RIM03g23(13305612 |13305983 |371 349 22 GGAGCTC(60.111 20
23301 RIM03g23]13463291 |13465764 |12473 2536 63 TCTTCGTT(59.894 20
23328 RIM03g24123061144 123062087 |943 870 73 GCTAAACT|59.213 20
23423 RIM03g24414146982 |14148244 1262 1311 49 ACCTCGCA60.359 18
23464 RIM03g25(14275782 |14277609 |1827 1911 84 GTGGAAT(60.119 20
23480 RIM03g25(14315855 |14317863 | 2008 2040 32 GTCAAGG160.31 19
23497 RIM03g25114337811 |14338865 |1054 1077 23 TGCCAAGT|59.467 20
23519 RIM03g25114381644 |14385555 |3911 3944 33 GTCAACAT|59.934 20
23521 RIM03g25]14424590|14425949 |1359 1401 42 GTGATAAT60.624 20
23523 RIM03g25]14431903 |14432300 |397 358 39 TGTGCGCA60.423 20




23561 RIM03g25(14659119 |14661221 |2102 2125 23 GAGAGCA{60.082 24
23586 RIM03g25414807014 |14807568 |554 443 111 GGCACTTA58.582 20
23639 RIM03g26(14949607 |14950908 |1301 1271 30 TGTTGAAAS58.146 21
23763 RIM03g26415399372 115399924 |552 522 30 AACCACT(E59.989 20
23775 RIM03g26415409675 |15410557 | 882 903 21 TTTTATGG|60.067 20
23827 RIM03g27]15605290|15606813 |1523 1655 132 AAGGCTC(59.844 20
23845 RIM03g27]15639601 |15640882 |1281 1119 162 TATCGAT(C60.17 20
23852 RIM03g27115649224 115650095 |871 917 46 GGAGGTC(60.103 21
24068 RIM03g29116555636 |16556876 |1240 1068 172 CCTGACAT|59.676 20
24083 RIM03g29116579419 116583118 |3699 3648 51 GCTTTCCC{59.879 18
24223 RIM03g30(3750083 |3750240 |157 178 21 CCATGTGAS59.105 20
24245 RIM03g30]17275160 17275915 | 755 728 27 TCAGTTCC|59.984 20
24360 RIM03g31117773987 |17774509 |522 497 25 ATCTCCG@E59.691 20
24418 RIM03g31§500769 |500969 |200 178 22 CGAAGAT(59.665 20
24489 RIM03g31418214119 18216045 |1926 1951 25 TGCTTGGT|60.278 20
24558 RIM03g32418535392 |18536083 |691 749 58 TGAAGTC(59.52 20
24579 RIM03g32]18734723 118735205 |482 534 52 TGTGCAT(@60.135 21
24592 RIM03g32418805796 |18806747 |951 924 27 AGTTTGTE61.019 20
24631 RIM03g33319046165 |19047004 |839 814 25 GACAAGG(60.386 20
24655 RIM03g33425631175 |25632004 |829 783 46 AGTTACC(60.932 20
24681 RIM03g33¢9251162 |9251522 |360 298 62 AAATTTGT|59.801 20
24713 RIM03g34(19421132 |19422192 |1060 1088 28 CTATGCAT|60.104 20
24751 RIM03g35110481148 110481656 |508 538 30 ATGAGAT(60.059 20
24868 RIM03g36]20379658 |20381007 |1349 1327 22 CTCAAGAT|60.206 20
24943 RIM03g37320706706 |20708008 |1302 1271 31 CTGGATA(60.21 20
24946 RIM03g37320712314 120713611 |1297 1353 56 ACAACCGT|60.16 20
24971 RIM03g37(13532039|13532216 |177 122 55 CAGCGGT160.291 20
24984 RIM03g37]20905671 |20906553 |882 946 64 GGCTATG(59.644 19
24994 RIM03g3747865599 |7866229 |630 663 33 ATGGCAA(59.34 20
25001 RIM03g38(21109267 |21109890 |623 690 67 AGAGCTG(59.874 20
25010 RIM03g38121156286 |21156444 |158 192 34 TGCACCTT|59.247 20
25078 RIM03g38110094488 |10095087 |599 554 45 CGGAGGG|59.926 20
25085 RIM03g38421548855 |21549950|1095 1127 32 GTTAGGC(60.964 20
25129 RIM03g39(1527243 1528270 |1027 854 173 CAACAAC({61.381 20
25170 RIM03g39(22048542 |22050935 | 2393 2201 192 ACGGCAT(60.218 20
25183 RIM03g39422154810 22155324 |514 541 27 CTCGGGT(60.103 20
25197 RIM03g40(22261110|22262142 11032 920 112 CGGTCTTT|58.674 22
25199 RIMO3g40d22263369 22263512 (143 165 22 TCATCACC|59.918 21
25212 RIM03g40114260296 |14260971 |675 653 22 TTTGGTTT(60.242 19
25222 RIM03g40122333140|22333283 |143 178 35 GAAGTCAA59.997 20
25228 RIM03g40]22376107|22377280]1173 1090 83 AGCCCCT(E59.187 20
25266 RIM03g40422616126 |22617043 |917 946 29 ATTGCGCT|60.213 20
25296 RIM03g41(22826250122827831|1581 1610 29 GCCCTTCG[59.219 18
25316 RIM03g4113770755 |3771266 |511 475 36 GAAGTTGA59.997 20
25323 RIM03g4115062689 |5063447 |758 955 197 AGTATTTG|59.82 20
25375 RIM03g41]23207411 23208036 |625 698 73 CAATCACA60.473 20
25466 RIM03g42323571292 123573218 11926 1850 76 GAGTTGGA59.218 20




25495 RIM03g42(23732972 123733695 |723 695 28 GACGTCGA59.31 20
25506 RIM03g42417749816 |17750780 |964 987 23 ATCTTACG|59.955 20
25516 RIM03g42]23828246 23829186 |940 920 20 ATTGCGGA60 19
25520 RIM03g42]23835684 |23836326 |642 672 30 ATTGTGG(59.846 19
25549 RIM03g42423909918 123910957 |1039 1007 32 GGTGGAG(59.841 20
25558 RIM03g42423929458 123931905 |2447 2527 80 AGTGCAT(59.973 20
25576 RIM03g43(23992770|23994864 |2094 2038 56 GACATGC160.146 20
25579 RIM03g43(24027260 |24028035 | 775 810 35 CTCTGTTG|60.348 20
25687 RIM03g44(3751593 |3754381 |2788 2949 161 AGACACC(60.711 20
25688 RIM03g44(3750083 |3750240 |157 178 21 CCATGTGA59.105 20
25712 RIM03g443124910577 |24911424 |1847 793 54 TGGAGAA(59.375 20
25748 RIM03g44125195570|25199365 |3795 3754 41 GCTACGT({59.67 20
25880 RIM03g46126077474 126078810 |1336 1357 21 GGGAGCT(59.843 20
25970 RIM03g47]26726035 |26727048 11013 846 167 TACCTTTC(60.345 20
25973 RIM03g47326754898 26755838 |940 908 32 CCATCACT|60.363 20
25998 RIM03g47426854473 126854826 |353 322 31 CAGAGCA(58.104 20
26017 RIM03g47(26960029 |26961377 |1348 1326 22 TGCTGGA(Q59.261 20
26018 RIM03g47(26961358 |26962724 |1366 1339 27 GGTGGAA{60.051 20
26075 RIM03g47]27040040 127040575 |535 572 37 GGCTGGT(60.096 20
26084 RIM03g47]27085316 |27086677 |1361 1384 23 TGGGAGG]|59.701 20
26099 RIM03g47]27100791 |27101695 |904 881 23 AATGTCT(C|60.111 20
26140 RIM03g47427245431 127246183 |752 793 41 CTACCTCG|60.27 18
26168 RIM03g48(27327730127330182 | 2452 2535 83 ATCCTCGGE61.495 18
26172 RIM03g48127344932 127347438 |2506 2537 31 CATCAAC{H60.419 19
26253 RIM03g4843750083 |3750240 |157 178 21 CCATGTGAS59.105 20
26320 RIM03g48427840331 |27842507 |2176 2060 116 TCGGAGTA60.353 20
26331 RIM03g48427871687 |27875054 |3367 3471 104 TTGTTCTT(60.195 20
26345 RIM03g49(27911960 |27912725 | 765 731 34 ACTTCCCC|60.428 19
26377 RIM03g49127991402 127993699 | 2297 2395 98 CCATTTCT|59.67 20
26434 RIM03g49428125922 128126444 1522 549 27 ATGCAGGA60.162 20
26456 RIM03g49428177925 |28178751 |826 806 20 ATCTTGTT]|59.74 20
26494 RIM03g49428366290 |28367959 |1669 1642 27 GCATGAA(59.611 18
26710 RIM03g51(29193908 |29199537 |5629 5660 31 CGTCGACA61.546 20
26714 RIM03g51(29200516 |29200967 |451 431 20 AGCCAGG159.318 20
26739 RIM03g51129260121 129262084 11963 1806 157 GGAGGTT(60.894 20
26773 RIM03g5113750083 |3750240 |157 178 21 CCATGTGA59.105 20
26788 RIM03g51329379760 29380673 |913 862 51 GTGTACG(60.431 20
26857 RIM03g51429759517 |29760085 |568 610 42 CTGAAGA(59.545 20
26941 RIM03g52129999856 |30001706 |1850 1810 40 TGGCTCTT|59.989 20
26947 RIM03g52130068127 |30068429 |302 331 29 CCTCCACT(62.38 19
27017 RIM03g52]30265461 |30266301 |840 860 20 ATGGGAG(60.173 20
27077 RIM03g53(30400904 |30401963 |1059 1003 56 GACGGAG|61.376 20
27084 RIM03g53130507165 |30508906 |1741 1704 37 GAAGGAC/60.045 20
27104 RIM03g53430634800 |30636819 |2019 2041 22 CACCTACH61.716 18
27111 RIM03g53430654751 |30655755 | 1004 875 129 CTCATCCA(60.929 19
27391 RIM03g55131434469 |31435755 |1286 1188 98 CCGACTCT|58.879 20
27477 RIM03g55423721564 |23722555 |991 1038 47 CGGAGTCA60.044 20




27479 RIM03g55413964764 113965435 |671 634 37 TGTTGTGT|59.525 21
27480 RIM03g55431791227|31791668 |441 420 21 CAAAATT(H59.317 20
27484 RIM03g56(31881566 |31883002 |1436 1387 49 AGATGCC(60.526 19
27500 RIM03g56131958533 |31962340 |3807 3842 35 GAGTTCTT|60.386 20
27782 RIM03g57¢32852903 |32853855 |952 1003 51 TGGTCCCA60.563 20
27828 RIM03g57432996248 132997043 | 795 771 24 CCCAGCAA60.073 20
27856 RIM03g58(33046836 |33048605 |1769 1806 37 TCCAGAA(Q59.788 21
27867 RIM03g58(33055234 |33056459 |1225 1042 183 GTCTCGCT|60.977 20
27911 RIM03g58133236424 |33237058 |634 725 91 ATAAACCA59.996 20
27931 RIM03g58433306851 |33307307 |456 488 32 AGAAGGA(59.671 20
28016 RIM03g58133447781 |33449452 |1671 1691 20 GCAGCAA159.869 20
28083 RIM03g59133653252 |33653692 |440 460 20 CGATGCCT|59.552 20
28094 RIM03g59133678738 |33679483 | 745 629 116 GGCTACTT|59.882 20
28097 RIM03g59133680215 |33680579 |364 392 28 AAGGAGA(62.236 18
28157 RIM03g59133887936 |33889129 1193 1017 176 GACCGCTT[60.924 18
28158 RIM03g59433889185 |33890621 |1436 1351 85 CATTTAAA[60.448 20
28202 RIM03g60(3752316 |3752764 |448 502 54 GAACGAA(60.142 20
28204 RIMO3g60d3750083 3750240 (157 178 21 CCATGTGA59.105 20
28226 RIM03g60]2508714 2509046 |332 305 27 CAGCAGA(59.873 20
28329 RIM03g60434613428 134614544 |1116 1165 49 GTTGTTTG|[60.156 20
28346 RIM03g60434625664 |34625862 |198 164 34 TGATTGTT|59.578 21
28430 RIM03g61]34961318 |34963012 |1694 1644 50 ACGTGATT|59.572 20
28482 RIM03g6141230376 |1231671 |1295 1340 45 TGGCAACA59.875 20
28483 RIM03g61435066780 |35067502 | 722 626 96 CGATGATA59.96 20
28538 RIM03g62135208405 |35209279 |874 898 24 CCTTTCTC]57.883 24
28579 RIM03g62135403700|35404911 |1211 1234 23 GACCATC(59.893 20
28615 RIM03g62(35461252 |35461444 1192 159 33 GAGCCGT159.243 20
28640 RIM03g62135505635 |35506401 | 766 806 40 TTCTCGTC{59.74 20
28658 RIM03g62435582783 |35584441 |1658 1627 31 AGATCGA(59.834 20
28695 RIM03g63(35662997 |35663217 |220 198 22 GGCTAATA60.259 20
28719 RIM03g633135783660 |35784953 11293 1336 43 ATTGATGA58.088 20
28872 RIM03g64136340999 |36341460 |461 485 24 GCTTGATT|59.389 19
28890 RIM03g64436389969 |36391687 |1718 1756 38 GAATACG(59.962 20
28917 RIM04g01119637388 |19637548 |160 192 32 GCATTCA(E59.96 20
28953 RIM04g013271683 |273162 |1479 1443 36 GGAGGAT{59.07 23
29031 RIM04g014609779 |611509 1730 1667 63 ATCTCCAC|60.073 20
29037 RIM04g02]755246 |755431 |185 208 23 GCTTCCAA59.629 20
29056 RIM04g0231845144 |846975 |1831 1790 41 TGTTCAGE60.246 20
29072 RIM04g02¢980738 |981531 |793 860 67 GTCCCGT(59.028 20
29111 RIM04g0241131861 |1132719 |858 805 53 GTCTCCTC{59.481 18
29128 RIM04g0241196842 1197750 |908 957 49 GGCGCTA(60.702 20
29131 RIM04g0241206776 |1211326 |4550 4516 34 GCCAAAG(59.035 20
29232 RIM04g031569816 |1569974 |158 183 25 TAAGGCCA59.953 20
29275 RIM04g03]1697704 1697935 |231 268 37 CTGCCAG(60.347 20
29348 RIM04g0413750083 |3750240 |157 178 21 CCATGTGAS59.105 20
29362 RIM04g04312016238 |2017075 |837 863 26 TGAGTTC@E60.049 20
29369 RIM04g04312019925 2020879 |954 916 38 GAGGAAA]59.889 21




29411 RIM04g0442370094 2370726 |632 590 42 GGCAGGT/59.476 20
29509 RIM04g06]12748955 |12750582 |1627 1559 68 GTGGTGG]59.053 20
29535 RIM04g064876894 |878015 1121 1039 82 TGTATTAA|59.64 20
29551 RIM04g0641457616 |1457973 |357 336 21 CAGCCGA(61.188 18
29591 RIM04g0713750083 |3750240 |157 178 21 CCATGTGAS59.105 20
29599 RIM04g0713807706 |3808101 |395 271 124 CTTGAAAA59.986 20
29602 RIM04g0713821048 |3821291 |243 209 34 CCAAGGG(60.081 20
29672 RIM04g08(4256553 |4256959 |406 261 145 CGGTGGA460.255 20
29696 RIM04g08(4280499 4281063 |564 543 21 CCAGGCT(58.32 20
29712 RIM04g0814406099 |4407627 |1528 1562 34 TTCTTGTC(59.978 21
29724 RIM04g08314433646 |4436708 |3062 3176 114 TCTTAAAT|59.807 20
29755 RIM04g0814759600 |4760339 |739 707 32 GACGATGA60.324 18
29821 RIM04g0945116749 5118131 |1382 1361 21 TTGTGTGE60.112 20
29844 RIM04g09]11298614 111299087 |473 570 97 ATATGCT@E59.682 20
29922 RIM04g1015620784 5621496 |712 592 120 TTGCAGAT59.733 20
29944 RIM04g1045726563 |5726880 |317 338 21 TCCCTTGC|58.826 20
29955 RIM04g10]15824084 |5825021 |937 968 31 GGTTTCA(Q60.791 20
29972 RIM04g1043750083 |3750240 |157 178 21 CCATGTGA59.105 20
29984 RIM04g1043750083 |3750240 |157 178 21 CCATGTGAS59.105 20
30001 RIM04g1116064205 |6064489 |284 263 21 AGGGGCT]59.813 20
30041 RIM04g1116297502 6298001 |499 441 58 CCTCCTCA]60.646 20
30071 RIM04g1146374735 |6375491 |756 667 89 GATTAGA(60.218 20
30137 RIM04g1146549397 6549558 |161 138 23 TGAGAAC/A59.84 20
30200 RIM04g12429182 30883 1701 1642 59 GATTATG(59.929 20
30218 RIM04g12(7481097 |7483061 |1964 1993 29 AGAGCCT(60.156 20
30272 RIM04g1317426690 |7427321 |631 672 41 ACTCGTG({60.656 20
30278 RIM04g1317439449 7439722 |273 293 20 CGTCAGGA60.312 20
30296 RIM04g1347504535 |7505441 |906 926 20 TTTGTTCA(58.044 20
30309 RIM04g1317541845 |7543033 |1188 1214 26 CAAGGACA60.149 20
30320 RIM04g1343750083 |3750240 |157 178 21 CCATGTGA59.105 20
30406 RIM04g1441475853 1476038 |185 219 34 GTCAGGT(60.489 20
30419 RIM04g14119779669 |19779881 |212 181 31 GCTTGTTC{60.807 20
30467 RIM04g1518451877 |8454840 |2963 2988 25 CCGCCTTA[60.635 21
30478 RIM04g158524094 |8526684 |2590 2768 178 AGAAGGC(61.091 19
30514 RIM04g16(7351013 |7351231 |218 158 60 TTTCACAT]60.096 20
30621 RIM04g1643173956 |3174222 |266 287 21 GTTGTGC{60.577 20
30642 RIM04g17(9345552 9346773 |1221 1198 23 TAACATTG60.014 20
30669 RIM04g17312647510 |2648496 |986 1029 43 GGGTGCA459.933 20
30691 RIM04g17417120063 |17120650 |587 669 82 CAACATC{H60.263 20
30702 RIM04g1749595252 |9595638 |386 360 26 CGAATCAT|60.036 20
30715 RIM04g17417120063 |17120650 |587 669 82 CAACATC{H60.263 20
30772 RIM04g1812196564 2198428 |1864 1699 165 CGACTGG160.277 20
30777 RIM04g1812990762 |2991368 |606 585 21 CAAGGCTA59.83 20
31002 RIM04g19411076796 |11077044 | 248 222 26 AATTCATG|59.305 20
31007 RIM04g19411088056 111088311 |255 283 28 ACGTGGA159.997 20
31010 RIM04g199836576 |9837221 |645 706 61 TGATAATA58.188 23
31040 RIM04g20111214083 111215127 11044 1003 41 CGCGACGA61.052 20




31055 RIM04g20]11265268 11267349 | 2081 1976 105 CGGCATTT|60.732 20
31058 RIM04g20]11268435 (11271157 |2722 2825 103 GAGCCCA(59.463 21
31062 RIM04g20311272987 11273505 |518 473 45 TTGAAGTT|58.9 20
31076 RIM04g2039911719 |9911935 |216 258 42 GATTTGG(59.934 20
31095 RIM04g20411452908 111454232 11324 1236 88 GGAAAAG]60.053 20
31114 RIM04g20]11642172 |11648816 |6644 6761 117 CTCTTGCA(60.975 20
31152 RIM04g21111866761 |11868952 |2191 2163 28 TGTCTTTC/59.691 20
31159 RIM04g21111872855 |11874481 (1626 1655 29 AGCACTGT60.205 20
31165 RIM04g21111887603 |11888657 |1054 1030 24 ACGGAGG]|59.679 20
31292 RIM04g22312638484 112639815 |1331 1367 36 CTATGCTG[59.449 20
31302 RIM04g22112654757 112655398 |641 489 152 ATCCGTGA60.218 20
31307 RIM04g22312657218 |12658950 1732 1569 163 ATTTCAGGE60.103 20
31308 RIM04g22112660619 |12661180|561 590 29 GTTCTCG(62.908 18
31314 RIM04g22312663499 |12664237 |738 708 30 TTGGTAAAS8.637 24
31396 RIM04g23(5825023 |5825427 |404 359 45 GACAAGT(59.992 20
31472 RIM04g23313750083 |3750240 |157 178 21 CCATGTGA59.105 20
31498 RIM04g23(1351738913519934 |2545 2493 52 GGTGCGA(59.939 20
31536 RIM04g23413690421 13691114 |693 670 23 TCAAGCT(59.701 20
31569 RIM04g2413750083 |3750240 |157 178 21 CCATGTGAS59.105 20
31576 RIM04g24113893646 |13894475 |829 805 24 ATGCTGC({59.886 19
31588 RIM04g2414548686 4548880 |194 173 21 AATTCTG(|60.073 20
31618 RIM04g2444989583 |4989750 |167 197 30 CACCGGTT[60.796 20
31635 RIM04g24114049914 14050763 |849 914 65 GCTTTGAA60.578 20
31651 RIM04g24114084464 14085111 |647 614 33 TGGCGATT)59.688 20
31729 RIM04g25]14599997 1146010501053 987 66 ACTCACTG|60.408 20
31740 RIM04g25314666882 114667984 |1102 970 132 ACCTTCGA59.918 19
31786 RIM04g25]23014951 1230151421191 221 30 GACCGAT(61.27 19
31812 RIM04g26(3750083 |3750240 |157 178 21 CCATGTGA59.105 20
31833 RIM04g2633750083 |3750240 |157 178 21 CCATGTGAS59.105 20
31860 RIM04g26(15526160 15527376 |1216 1375 159 TTAGAGG(60.353 20
31905 RIM04g26415717402 115720349 | 2947 2923 24 CGACAAGA59.631 18
31911 RIM04g26415736081 |15738282 |2201 2232 31 TAGCTTAC57.512 20
31999 RIM04g27416282247 116283042 |795 764 31 CAAGCCAA58.651 20
32075 RIM04g283116581910 16583018 |1108 1143 35 CTGTTGCT|60.397 20
32116 RIM04g28416776475 116777303 |828 788 40 CAGTTTG(58.626 20
32126 RIM04g28¢25160808 |25161542 |734 689 45 ACCCCTTA|59.757 20
32200 RIM04g29117036923 |17037200 | 277 248 29 GGGAGCT(60.961 19
32293 RIM04g29417666484 |17667065 |581 603 22 CTCACCGT|59.978 20
32342 RIM04g3043750083 |3750240 |157 178 21 CCATGTGAS59.105 20
32408 RIM04g31(18352831 |18354034 |1203 1248 45 CTGGAAC(60.042 20
32409 RIM04g31(18354015 |18355319 |1304 1401 97 GATGGTG]59.837 20
32469 RIM04g31]18531072 |18532515 |1443 1473 30 TCGTGCTC60.175 20
32476 RIM04g31318560615 |18562101 |1486 1440 46 GATTTGAA60.133 20
32551 RIM04g32(19065668 |19066086 |418 456 38 CGTCCTAC|59.673 20
32583 RIM04g32319202477 119202927 |450 424 26 CTTTTGAA|59.67 20
32755 RIM04g33420080258 20080636 |378 232 146 GGCTCGCA58.823 20
32800 RIM04g33420229177 |20230076 |899 927 28 TTGTGACT|59.344 23




32813 RIM04g33120252434 120252907 |473 498 25 GCCAACGA62.764 18
32821 RIM04g33120277187 |20277965 | 778 798 20 TTGCTAAC|59.464 20
32879 RIM04g34120552298 120553099 |801 836 35 GTACCTAA60.235 20
32911 RIM04g34420702549 |20703068 |519 543 24 GGAGATT159.546 23
32934 RIM04g34120754275 |20755634 |1359 1443 84 GAAGCAG{59.47 20
32969 RIM04g3441455375 1456447 |1072 1153 81 AACGTGA/60.157 20
33003 RIM04g35(16524833 |16525453 |620 714 94 AACCATT@E59.374 20
33077 RIM04g35321343373 121344361 |988 1010 22 CATCTTCA{59.543 22
33197 RIM04g36422038860 |22040724 |1864 1902 38 ATCTTCCT(60.073 20
33217 RIM04g36422080630 22080810 |180 203 23 GCGGCTGA60.454 19
33237 RIM04g37422151153 122151869 |716 736 20 CCAAGAT(60.924 20
33260 RIM04g37422192377 |22193471 11094 1068 26 CTTGCTGH61.671 18
33374 RIM04g38122701646 |22705208 |3562 3490 72 TCTGGAG(60.481 20
33523 RIM04g40(23676017 |23676253 |236 162 74 TCAGTTCC|60.242 21
33726 RIM04g41124282818 124283328 |510 347 163 CACATCAA59.415 20
33809 RIM04g41424432044 124432832 | 788 819 31 ATCGGTTE60.074 20
33817 RIM04g41424436555 |24437151 |596 633 37 AATGTGA(60.924 20
33829 RIM04g41424448525 |24449225 | 700 764 64 GGGCGAT459.61 20
33837 RIM04g41411179099 111179380281 427 146 TGAAGAA(59.989 20
33844 RIM04g4145175286 |5176218 |932 800 132 GTGGCAC161.296 19
33877 RIM04g41424652829 |24653847 11018 991 27 GCATGAA(60.263 20
33916 RIM04g42124827317 |24828055 | 738 781 43 ATCTGCC@E60.226 20
33918 RIM04g42124828540124828751 1211 249 38 CGTGGTCAS59.726 21
33977 RIM04g42424983245 |24983744 1499 526 27 CGTTGCG(59.999 19
34041 RIM04g43(25277225 125278244 11019 1050 31 GAAATGC160.081 20
34092 RIM04g433125473563 |25476483 12920 3069 149 CAATTGG(60.173 20
34142 RIM04g43]17028661 |17029577 |916 894 22 GACCTCGA60.574 18
34335 RIM04g45(26453740|26454734 1994 933 61 AGAAACC(60.119 20
34342 RIM04g45(26463308 126463683 |375 556 181 CCAAGAG(59.859 21
34553 RIM04g46427420660 |27422021 |1361 1388 27 TCTACAAA58.741 20
34599 RIM04g46427609410 27609741 |331 365 34 TGCACCAA60.027 20
34759 RIM04g48128643066 |28644184 11118 1094 24 CCAACGTT[60.291 20
34767 RIM04g48128659686 |28660241 |555 531 24 CTGGGGC460.096 19
34859 RIM04g49(12455531 |12456861 |1330 1383 53 TTATTCCT]58.978 20
34871 RIM04g49129126083 129126868 | 785 750 35 CTCACTGT[59.603 20
34999 RIM04g50(18703977 |18704364 |387 420 33 CAAAAGT({59.719 20
35016 RIM04g50]29827273 129828116 |843 707 136 AACGACCA60.393 19
35047 RIM04g51(30025350 |30026991 |1641 1781 140 CTGGGACA60.277 20
35049 RIM04g51(30056853 |30057251 |398 474 76 GAGCTAC(59.593 19
35052 RIM04g51(30057835 |30059730|1895 1866 29 TTTTTGTC(60.053 20
35260 RIM04g52130838003 |30838668 |665 578 87 TGTGGTC(E60.246 20
35273 RIM04g52130850082 30850789 | 707 757 50 CGACCTCT|[61.262 18
35274 RIM04g52130850870|30853112 |2242 2313 71 ATGGAGA160.575 20
35337 RIM04g52430988714 130989228 |514 537 23 GCTCGCGA61.572 20
35413 RIM04g52131220089 |31220585 |496 522 26 CGTTGCTT[59.904 20
35433 RIM04g52431312609 |31314735|2126 2071 55 ATCAAGGT160.517 20
35436 RIM04g52431339616 |31340490 |874 894 20 GCACAGA(59.723 21




35576 RIM04g53431635705 |31637232 |1527 1430 97 GTCCAGC(60.209 20
35585 RIM04g53431642247 131642512 |1265 233 32 GCAAGTT(58.926 20
35623 RIM04g53(31810690 31812826 |2136 1991 145 CCTCCAA@59.335 18
35653 RIM04g53431875019 |31875847 |828 851 23 GCTCCGAT|59.81 20
35674 RIM04g53431896164 31896353 |189 285 96 GGAAGGT{59.993 20
35679 RIM04g53431896164 |31896353 |189 285 96 GGAAGGT{59.993 20
35719 RIM04g54132055084 |32055412 |328 307 21 GCTGAGAA59.867 20
35823 RIM04g5413270514 |3270687 |173 210 37 AAGAACA(60.119 20
36029 RIM04g55433069187 33070167 |980 936 44 GCGACTG(58.525 20
36093 RIM04g56133248314 |33248555 |241 217 24 GTCAAAGA59.43 20
36117 RIM04g56133346512 |33348065 |1553 1530 23 GCCTCCA(60.538 20
36156 RIM04g56433480349 |33481077 |728 770 42 GATACCCT|59.384 20
36434 RIM04g58434602981 |34604043 |1062 1090 28 CGTCGAC(61.188 19
36454 RIM04g58(34708468 |34709162 |694 714 20 GTTCCACC|60.048 20
36456 RIM04g58434709630 |34709777 |147 203 56 AGCAAACT 60.059 20
36459 RIM04g58434710199 |34710387 |188 228 40 CGAGGAA{59.55 20
36536 RIM04g59335126124 135126490 |366 395 29 TGCGAGCA59.028 20
36545 RIM04g59435160067 |35160212 |145 125 20 CAAGGAC(60.081 20
36656 RIM05g013215431 |216248 |817 857 40 TGGGTATI)60.439 20
36721 RIM05g014365404 |365884 480 453 27 ACTCGGGA60.073 20
36739 RIM05g01]437608 442775 |5167 5140 27 CTATGACH59.83 20
36753 RIM05g014486965 487925 |960 939 21 GGTCGCCA60.255 20
36759 RIM05g014514146 |514968 822 802 20 CAATTTCA[59.933 20
36761 RIM05g014530228 |530923 |695 636 59 GAGGAAC{59.345 18
36804 RIM05g02(22215458 122216278 |820 787 33 TGAACAAT60.103 21
36835 RIM05g021712852 |714394 |1542 1517 25 CTCAACAT|59.44 20
36853 RIM05g024852036 |854524 |2488 2449 39 GAGCACC(59.827 20
36944 RIM05g03(1142340 1142592 |252 213 39 GTGTCGT(60.69 20
36967 RIM05g03(9498475 9499024 |549 521 28 CAGCATG(59.297 20
36989 RIM05g0311241925 |1242805 |880 847 33 AAGGTGA(59.886 22
37022 RIM05g0341431198 1433092 |1894 1941 47 TAAATGGA60.014 20
37104 RIM05g0411932171 |1932940 |769 745 24 GCCGCCT(60.377 19
37118 RIM05g04312010455 2013737 |3282 3364 82 CCTCATCT]60.408 20
37129 RIM05g0412081397 |2082053 |656 598 58 TCCTCAAA|59.853 20
37165 RIM05g0442207050 |2208721 |1671 1712 41 CGCTATGA60.08 20
37188 RIM05g05(16374062 |16374220|158 135 23 TCTTGTCC(58.568 20
37301 RIM05g05{2796843 2797118 |275 299 24 AGATCCCT|60.596 20
37328 RIM05g05]2855981 |2856423 |442 413 29 CCAATGTT|60.119 20
37385 RIM05g0613051152 |3051760 |608 643 35 CTCTCTCT(59.117 19
37400 RIM05g0613055177 |3055617 |440 391 49 AAGCCTC(60.243 20
37405 RIM05g0613060375 |3061139 |764 831 67 AATGGCA(59.791 20
37418 RIM05g0613154072 |3154618 |546 569 23 TCGTTACT|61.147 20
37427 RIM05g0613204591 |3205410 |819 875 56 CCAAAGGA59.864 20
37560 RIM05g06]13490152 |3491192 |1040 1081 41 CTCCGTA(C|60.156 20
37571 RIM05g06]3548793 |3549821 |1028 948 80 GTAACTT@60.602 20
37628 RIM05g07(3696419 |3696942 |523 583 60 GATGAGC(60.269 20
37673 RIM05g07142511130142511421 291 336 45 CACTCTCT{60.275 20




37675 RIM05g07442511130142511421 291 336 45 CACTCTCT{60.275 20
37679 RIM05g07¢4076104 4077146 |1042 990 52 AGCGAGC(61.393 20
37707 RIM05g0744250889 4253253 |2364 2396 32 TTAATCTT(60.439 20
37727 RIM05g0744302220 |4305264 |3044 3080 36 GCCAGGG(60.195 20
37760 RIM05g0814478542 4480360 |1818 1732 86 ATGGCTGA61.529 20
37821 RIM05g0844868154 4868997 |843 876 33 GCCGAGT(61.66 18
37892 RIM05g09315705015 |15705496 |481 516 35 ATTCACG(60.08 20
37963 RIM05g09118319925 |18320106 |181 347 166 GCACTAG(59.985 20
37965 RIM05g0947995976 |7996433 |457 531 74 TGGGTGTA59.924 20
38010 RIM05g10]16584395 |16585159 | 764 709 55 GAGAGCT61.212 20
38119 RIM05g1046135516 |6136114 |598 639 41 AGCAGAG(60.656 18
38134 RIM05g1116316828 |6318361 |1533 1553 20 ATGGCTCT|61.043 20
38247 RIM05g1247140669 |7141849 |1180 1135 45 TCAACAAT|57.511 20
38290 RIM05g1347462741 |7463595 |854 889 35 TATCCGG(60.991 20
38326 RIM05g1347650932 |7651689 |757 789 32 AGGAGTA(60.096 20
38330 RIM05g1347653812 |7654451 |639 673 34 CTAGTCGA60.103 20
38336 RIM05g1347732897 |7733779 |882 783 99 CAAGGGT(59.45 20
38344 RIM05g14(3750083 |3750240 |157 178 21 CCATGTGA59.105 20
38414 RIM05g1443750083 |3750240 |157 178 21 CCATGTGAS59.105 20
38516 RIM05g1448440807 |8444635 |3828 3924 96 TCTGCACC|59.682 20
38717 RIM05g16422829165 |22831189 |2024 2121 97 AGTCGAC(60.001 19
38840 RIM05g17(3750083 |3750240 |157 178 21 CCATGTGA59.105 20
38880 RIM05g1719811820 |9812238 |418 379 39 GAAGCCCA59.324 20
38972 RIM05g17410313703 |10315212 |1509 1560 51 ACGCAGAA59.982 20
39041 RIM05g1811457616 |1457973 |357 336 21 CAGCCGA(61.188 18
39050 RIM05g18]13750083 |3750240 |157 178 21 CCATGTGA59.105 20
39164 RIM05g19421003752 |21005222 |1470 1501 31 GCTGCTA({60.326 18
39199 RIM05g19411595896 |11596269 |373 270 103 GTCCGAC(59.788 19
39218 RIM05g19427446821 |27447045 |224 364 140 GGCTACGA60.199 20
39279 RIM05g20]12141981|12142088 |107 135 28 GAAGAAC459.997 20
39302 RIM05g20415594516 |15595076 |560 370 190 GAGGATG(60.189 20
39331 RIM05g21112421203 |12421550 |347 389 42 CGCCGAAA60.096 20
39354 RIM05g21115594769 115595134 |365 175 190 CTTGAAGT|58.957 20
39539 RIM05g23]13566636 |13567290 |654 687 33 TCTGGTGAS59.705 20
39573 RIM05g23413678080|13678671 |591 565 26 GACCGCG159.934 19
39598 RIM05g23413722408 113723587 |1179 1023 156 CCAGCAGA60.175 20
39637 RIM05g24119753553 119755059 |1506 1533 27 GCCAGTT(60.081 20
39663 RIM05g24113993429 (13994208 | 779 826 47 GCTCAGC(59.874 20
39748 RIM05g24414354624 114355304 |680 700 20 ATTCGAG(59.985 20
39751 RIM05g24414473375 |14474649 11274 1325 51 CGCTTCTT{61.316 20
39773 RIM05g25(14418408 |14418567 |159 240 81 TAACCAAA60.701 20
39787 RIM05g25(14455150 1445625311103 1136 33 GGGTGATA58.85 21
39843 RIM05g25314693284 114695487 12203 2390 187 AGATCTCA58.719 20
39868 RIM05g25(14822288 114822508 |220 261 41 GCATCAT({60.066 20
39881 RIM05g25]14892319 |14894847 |2528 2504 24 GACATCCT[60.181 20
39904 RIM05g25414989620 14991798 |2178 2223 45 CCAGAGC(59.942 18
39924 RIM05g26(15079004 |15080846 |1842 1888 46 GATACTC(60.599 20




39932 RIM05g26(15085530 15086285 | 755 896 141 CGGTACCT|59.891 20
39976 RIM05g26313015732 |13016772 |1040 958 82 TGCGTGCA59.694 20
40000 RIM05g26]3406424 |3406589 |165 210 45 AGGATTT(60.853 20
40097 RIM05g27(1455345 |1455875 |530 590 60 AACGAGC159.875 20
40116 RIM05g27416172095 |16172640 |545 719 174 GGAAGGA(60.293 20
40160 RIM05g28116494999 |16496063 |1064 1094 30 GAGCTCGA60.636 20
40183 RIM05g28316516532 116519163 |2631 2584 47 AAAGGCTT59.63 20
40184 RIM05g28316519267 |16519501 |234 259 25 CTCACAGA60.408 20
40186 RIM05g28316527061 |16528077 |1016 930 86 TAAAAGG(59.968 20
40405 RIM05g30]17472408 117472820412 381 31 TGAAGATA59.435 21
40429 RIM05g30317506971 |17508967 |1996 2019 23 TCTAAAG(QE59.985 20
40442 RIM05g30317524088 117524899 |811 851 40 AGCTGTTT|60.11 20
40481 RIM05g30417810728 117812289 |1561 1530 31 GCTGGCTT|59.997 20
40532 RIM05g31(17995167 |17995448 |1281 352 71 CTGAACA({59.758 20
40548 RIM05g31124750423 124750575152 126 26 GAGCGTA(60.022 20
40611 RIM05g31418492980|18493878 |898 1028 130 ATGAACT({59.927 20
40683 RIM05g32317120063 |17120650 |587 669 82 CAACATC{H60.263 20
40703 RIM05g32318834026 |18834550|524 552 28 GCTATTTA[59.95 20
40710 RIM05g32418840930 18842721 (1791 1766 25 ATGGCAC(59.925 20
40711 RIM05g32418843010 18843740 |730 709 21 TGCTATTG|58.62 24
40798 RIM05g32]11702623 (11702960 |337 376 39 CTGAGAG(59.785 20
40811 RIM05g32]19118700 19119504 |804 829 25 GATGAAT(59.488 20
40814 RIM05g32]19141205|19142011 |806 865 59 CCAAGCA(59.846 20
40863 RIM05g33119353313 119354128815 682 133 ATTTCCCT(60.208 20
40877 RIM05g33119408842 119409146 |304 280 24 ATCGGCA(60.257 20
40882 RIM05g33119418480|19418848 |368 455 87 GGGCCAT(60.492 20
40918 RIM05g33(19710077 |19711084 |1007 877 130 AACTTCG(E60.434 20
40926 RIM05g33419716492 |19717039 |547 484 63 CGAACAC(59.691 20
40930 RIM05g33]19771763 |19772244 1481 457 24 AGGGAGA|60.878 18
40936 RIM05g33]12507587 |2507898 |311 336 25 TGACTTG(E59.967 20
40945 RIM05g33419865174 |19867396 |2222 2144 78 TGGAAGT159.42 21
40987 RIM05g34116042143 116042309 |166 237 71 TGGGAGA{60.218 20
41021 RIM05g34320317308 120317623 |315 337 22 TTGCGAAA59.697 20
41047 RIM05g34120400835 |20402978 12143 2169 26 TGGTCACT|59.893 20
41066 RIM05g34120444758 120445468 | 710 902 192 GTGGGCTA59.699 20
41075 RIM05g34120526684 120527045 |361 388 27 CTCCTCGT({59.648 20
41091 RIM05g34120568571 120569383 |812 845 33 CCAACAA({60.152 20
41101 RIM05g34120585324 120585795 |471 497 26 CATGTTCA|59.823 20
41141 RIM05g35113684899 113686453 |1554 1749 195 AGATGAA(59.923 20
41145 RIM05g35]20870362 20871350 |988 1024 36 GCCGGACA60.538 20
41387 RIM05g38122293684 122294901 |1217 1326 109 GTGCTGTT[60.299 20
41393 RIM05g38122321941 122323472 |1531 1496 35 CTACTCCA(59.721 20
41453 RIM05g38122534056 |22534841 |785 591 194 CTTCGTG({60.247 19
41528 RIM05g39122870625 |22872211 |1586 1630 44 GATGGAG{60.457 20
41538 RIM05g39122926902 |22928169 |1267 1243 24 TCTTGCTT(59.992 20
41556 RIM05g39]22949063 |22950111 |1048 1011 37 CTCGTCTG[62.729 18
41562 RIM05g39]10724109 |10725537 |1428 1470 42 TCGTTTTG|60.052 20




41596 RIM05g3943750083 |3750240 |157 178 21 CCATGTGAS59.105 20
41673 RIM05g40]23570363 |23570691 |328 355 27 CCTCAAG({61.188 18
41674 RIM05g40]23570747 123570935 | 188 267 79 TCATCGA(Q61.208 20
41695 RIM05g40]23594730123594913 |183 222 39 TAACTTCA|60.766 20
41698 RIM05g40323595493 123596103 |610 658 48 TTCCATCG|60.044 20
41709 RIM05g40323666429 |23674382 |7953 7898 55 TTCCACAA|60.232 20
41822 RIM05g41324136399 |24136574 |175 201 26 TGGAAAA159.199 21
41871 RIM05g41424253140 24253682 |542 565 23 GTGCTCGT|59.997 20
41886 RIM05g41424308826 124310982 |2156 2116 40 GGTTCTTG59.957 20
41912 RIM05g41424418489 |24418757 | 268 246 22 CTCTCCTC(60.489 20
42000 RIM05g4243750083 |3750240 |157 178 21 CCATGTGAS59.105 20
42103 RIM05g43425174713 |25174893 |180 204 24 GCTGTCA({59.795 21
42192 RIM05g43425502706 |25503130 |424 564 140 CGGCGACA59.846 19
42258 RIM05g44125737882 |25739062 |1180 1158 22 CATTTCAG|58.048 20
42270 RIM05g44112842983 112843641 |658 679 21 GTTGAGG(59.31 20
42320 RIM05g44426042226 126043050 |824 853 29 AGATCGT(58.845 20
42437 RIM05g45417104504 117105355 |851 814 37 CAGATCT({61.749 18
42781 RIM05g47427255646 |27257070|1424 1389 35 TACCACCA62.851 18
42793 RIM05g47127291696 |27294149 12453 2271 182 AAGAACG/59.137 20
42839 RIM05g48(27494725 |27495242 |517 567 50 GCTTTTTG(58.961 20
42866 RIM05g48127564073 |27564647 |574 614 40 TGCTCAAG60.887 20
42898 RIM05g48127604796 |27605892 |1096 1117 21 CCTTCACC|59.526 20
42904 RIM05g48127616804 |27619594 12790 2820 30 AGATAGCA60.277 20
42974 RIM05g48127881631 |27882541 |910 884 26 GCTCCTTT{60.549 19
43090 RIM05g49328228756 128230162 |1406 1460 54 GTGAGTG(59.943 20
43091 RIM05g49128234123 |28234444 1321 343 22 AGCCTCGT|60.428 20
43098 RIM05g49428273989 |28274653 |664 620 44 ACGGTGGA59.997 20
43113 RIM05g49428329638 |28330716 |1078 1054 24 TCCGCGTT|61.008 20
43133 RIM05g49128338160 |28338648 |488 565 77 ACATACTG59.975 18
43152 RIM05g49]116346147 |16346855 | 708 747 39 ACCACCT(|59.153 20
43336 RIM05g5043750083 |3750240 |157 178 21 CCATGTGAS59.105 20
43409 RIM05g51329409972 |29410161 |189 169 20 CTCGGTTT[60.386 20
43413 RIM05g51429420167 |29421073 |906 739 167 GGGCTACA59.947 21
43523 RIM06g01]167178 |171143 |3965 3872 93 GCTTTGG({60.038 20
43527 RIM06g01]179478 1179971 493 516 23 GATTCAA(Q59.697 20
43618 RIM06g01¢358959 |359500 |541 505 36 CATCATCA|59.816 20
43708 RIM06g02(587355 |588023 |668 697 29 CTGGAACT60.178 20
43742 RIM06g02]1695626 696693 |1067 1017 50 AAGTCTCA59.505 20
43855 RIM06g031700434 |700655 |221 161 60 GGCCTGA160.066 20
43864 RIM06g03]17035652 |17038662 |3010 2900 110 GCCAGTT(60.418 20
44230 RIM06g05]2582264 2582479 |215 170 45 GGATCCAA60.662 20
44249 RIM06g0542659266 |2659889 |623 694 71 TTGCGTTT]59.708 20
44356 RIM06g0642994991 |2996571 |1580 1556 24 GCCCTCAT[61.152 18
44369 RIM06g0643043854 |3044506 |652 676 24 AGGCGGA]|59.645 20
44496 RIM06g0733503185 |3505614 |2429 2320 109 GTGAGGA{60.277 20
44497 RIM06g0733505594 |3506670 |1076 1178 102 AAAAGTT(59.538 22
44502 RIM06g0733512297 |3513012 |715 738 23 GGCCAAT(60.124 21




44545 RIM06g07]33435791 |33436044 1253 174 79 TCCATTGA|59.369 20
44560 RIM06g0713778685 |3779695 |1010 974 36 AACCGAA(60.291 20
44681 RIM06g0814250233 4251358 |1125 990 135 CGTTGTG(59.984 20
44689 RIM06g0844255152 4255992 |840 863 23 TTACGAT(C|59.499 20
44714 RIM06g0844320935 (4321832 |897 764 133 AAGAGCG]60.453 20
44719 RIM06g0814362001 |4363057 |1056 1087 31 TGGATCTE60.028 18
44720 RIM06g08]14363028 4363531 |503 461 42 GAGCAAC]59.844 20
44781 RIM06g0914611871 |4612617 |746 712 34 ACGCGCA(60.74 20
44828 RIM06g0914867993 |4868893 |900 923 23 GCATTTCG|60.207 19
44882 RIM06g10]5237079 |5238806 |1727 1769 42 AGGTGGA(59.474 20
44911 RIM06g10311482642 111483550 |908 799 109 GAGCTAG(59.947 20
44913 RIM06g1033750083 |3750240 |157 178 21 CCATGTGA59.105 20
44992 RIM06g10]5621819 |5623596 |1777 1797 20 GGGAGGT(59.817 20
45073 RIM06g1146158219 |6158385 |166 198 32 GAATCAGA59.245 20
45092 RIM06g1143750083 |3750240 |157 178 21 CCATGTGAS59.105 20
45105 RIM06g116372906 |6374099 |1193 1365 172 CGTCAACA59.777 18
45219 RIM06g1247084311 |7086858 |2547 2606 59 GAGATGG(59.952 20
45221 RIM06g1247096596 |7097460 |864 820 44 TGGATTC(60.042 20
45239 RIM06g1317247240 |7248256 |1016 890 126 GACCGCTA60.542 20
45243 RIM06g13]17259758 |7261706 |1948 2004 56 TCCGCTCC|59.703 20
45258 RIM06g13317334064 |7334442 |378 214 164 AGTTCCTG|59.844 20
45277 RIM06g1317459972 |7460352 |380 403 23 AATTTCAC|57.003 24
45279 RIM06g1317487866 |7488901 |1035 1008 27 GCGGAGG|59.597 20
45311 RIM06g13¢7585789 |7589390 |3601 3625 24 TTCTTTCC(60.038 20
45358 RIM06g1349216016 |9216538 |522 478 44 TGCAAGAA60.195 20
45359 RIM06g1347739531 |7740085 |554 577 23 CGAAGAG/58.903 20
45362 RIM06g1347785647 |7786041 |394 450 56 TTCCCTAC]60.538 20
45423 RIM06g1448142580 |8143379 |799 771 28 GTGATCAA60.272 19
45498 RIM06g1418312659 |8313049 |390 368 22 AGCAAGG]60.111 20
45509 RIM06g1448414061 |8415712 |1651 1736 85 ACCCCCTC(C|60.015 20
45520 RIM06g1448235651 |8236617 |966 1052 86 GCGTCTA(Q60.721 20
45535 RIM06g1538723652 |8724324 |672 703 31 TCAGGAC(60.036 20
45542 RIM06g1538739473 |8741954 |2481 2400 81 CTCGTCCA[60.146 19
45547 RIM06g1548782594 |8784049 |1455 1427 28 CAAAGGT159.852 22
45561 RIM06g158873130 |8873788 |658 682 24 ACACGTGA60.576 18
45590 RIM06g1543750083 |3750240 |157 178 21 CCATGTGA59.105 20
45610 RIM06g1549094661 |9094957 |296 271 25 ATATTTGG|59.962 20
45616 RIM06g16(9117895 |9119877 |1982 2002 20 GGGCTGG]59.41 20
45617 RIM06g16(9120064 9121580 |1516 1585 69 ACCAGCAA59.467 20
45687 RIM06g1643750083 |3750240 |157 178 21 CCATGTGA59.105 20
45693 RIM06g1643750083 |3750240 |157 178 21 CCATGTGAS59.105 20
45736 RIM06g1643750083 |3750240 |157 178 21 CCATGTGA59.105 20
45839 RIM06g1819611846 9614321 |2475 2371 104 TCGAAATT|59.79 23
45845 RIM06g1814326639 |4327687 |1048 943 105 GCACTGG160.52 20
45847 RIM06g18]3750083 |3750240 |157 178 21 CCATGTGAS59.105 20
45853 RIM06g18410684956 |10688184 |3228 3248 20 GGAGCTT(60.012 20
45865 RIM06g18433435791 |33436044 |1253 174 79 TCCATTGA]|59.369 20




45937 RIM06g19411211137 11211604 |467 487 20 CCTGAGGAS59.284 22
46105 RIM06g20411760601 |11760980 |379 311 68 GGGCAAT]60.129 20
46142 RIM06g21(20962839 120962996 |157 183 26 ACCTCGA(60.096 20
46143 RIM06g21(1458355 |1458523 |168 188 20 ACGAAGA/59.993 20
46151 RIM06g21(12217000 12219282 |2282 2476 194 CCCGTCA(Q59.813 20
46261 RIM06g21]33435791 |33436044 |253 174 79 TCCATTGA|59.369 20
46266 RIM06g21]12571640]12572676 |1036 913 123 GCAAGGG(60.883 20
46278 RIM06g21412572294 112572676 |382 273 109 ACGTGTT(60.009 20
46335 RIM06g22112838623 |12840107 |1484 1564 80 ATACAAG(60.183 20
46349 RIM06g22]12905742 112905923 |181 224 43 CAAGGAA(60.309 20
46374 RIM06g22312989242 112989509 | 267 223 44 CCAGATGT59.55 20
46400 RIM06g22(13166229 13167802 |1573 1553 20 GCAGAGG(60.854 20
46425 RIM06g22413386731|13388833 |2102 2032 70 CGACGG(C]59.781 20
46438 RIM06g23(13440078 113440249171 195 24 GATGGAA459.62 19
46452 RIM06g23113487443 1134894401997 1934 63 AGGAGCA(59.405 20
46465 RIM06g23113538329 13539374 |1045 1078 33 CTGCGAT({62.816 19
46532 RIM06g23]13894996 |13896316 |1320 1344 24 CATCGTCA[60.105 19
46535 RIM06g23413948852 |13949886 |1034 1006 28 CGTCACCH60.104 19
46544 RIM06g23413975623 |13976378|755 707 48 GACCCTC(E59.965 19
46588 RIM06g24114228489 114229744 11255 1220 35 AGTAGGG(61.238 18
46591 RIM06g24114265142 114268884 |3742 3702 40 GCAATCA({60.066 20
46605 RIM06g24411526812 |11527165 |353 327 26 CCTTTGCG[59.741 20
46634 RIM06g2415950515 |5950633 |118 145 27 ACCGATG(60.317 20
46636 RIM06g2414466877 4467437 |560 634 74 GGGACCA(60.689 20
46725 RIM06g25414929753 |14930062 |309 222 87 ATCGGGGT59.813 20
46812 RIM06g26115293548 115294112 |564 523 41 GGGAGAG|60.16 18
46906 RIM06g27415742651 |15742990 |339 318 21 TGTTGGT(60.088 20
46916 RIM06g2743750083 |3750240 |157 178 21 CCATGTGA59.105 20
46925 RIM06g27417144051 |17145697 |1646 1593 53 AAGATCAA59.966 20
46965 RIM06g28316127629 |16127867 |238 204 34 GGCTCTA({60.386 20
46980 RIM06g28316141132 16141352 |220 178 42 TGCTCCCG58.771 20
47075 RIM06g29]16676078 |16678977 | 2899 2848 51 GCTTGCAT|60.686 18
47134 RIM06g293116790391 |16791812 |1421 1387 34 GGCATCT({59.992 21
47150 RIM06g2918104048 8104379 |331 359 28 TGACTTCT|59.648 20
47162 RIM06g29(14606113 |14606511 |398 432 34 ATGAAGC(59.723 20
47261 RIM06g30(33433793 |33434121 |328 294 34 CCGATTTG60.044 20
47274 RIM06g30]17434198 117436268 |2070 1954 116 TCAAACAQ57.487 22
47280 RIM06g30]18102411 |8103329 |918 1028 110 ATACCACA60.103 20
47357 RIM06g3043750083 |3750240 |157 178 21 CCATGTGAS59.105 20
47369 RIM06g30417774528 |17776547 |2019 2046 27 CAAAATTT|59.013 20
47400 RIM06g31(876894 |878015 1121 1039 82 TGTATTAA|59.64 20
47447 RIM06g31317727071 17727676 |605 548 57 AAGAGAG(58.718 20
47466 RIM06g3111327945 1328366 |421 481 60 TTGTTCGT|60.074 20
47510 RIM06g3211457616 |1457973 |357 336 21 CAGCCGA(61.188 18
47518 RIM06g32442511130142511421 291 336 45 CACTCTCT{60.275 20
47524 RIM06g32415308462 |15308921 |459 438 21 AAGAGTTT59.993 20
47546 RIM06g32(18996805 |18997044 |239 406 167 CAAAACTA60.132 20




47608 RIM06g33(9563001 9563386 |385 312 73 GGTTCAT(60.05 20
47632 RIM06g3313750083 |3750240 |157 178 21 CCATGTGA59.105 20
47654 RIM06g33]19383387 119383812 |425 393 32 AGTTAACT|61.052 20
47726 RIM06g34119853152 |19855471|2319 2183 136 GAGAAGG(60.215 19
47745 RIM06g34119958691 119959417 | 726 758 32 TACGGAGA59.916 20
47856 RIM06g35]20549697 |20549851 |154 98 56 CATTGGAA59.518 20
47926 RIM06g35420940480 /209420101530 1564 34 CTCAAGG(60.863 18
47960 RIM06g36121162701 |21165716 |3015 3074 59 CCAAGAA(59.869 20
47973 RIM06g36121207447 121210965 |3518 3468 50 GCTATGGAS59.976 21
47983 RIM06g36411441452 111442872 11420 1519 99 AACTATGT|60.975 20
48028 RIM06g36(10458550|10458834 |284 325 41 GGCATGA460.014 20
48033 RIM06g36437257576 |37257965 |389 347 42 TGAAGGC(59.872 20
48200 RIM06g38(22497250 122497524 1274 254 20 TGGCCAAT60.214 20
48224 RIM06g38322698452 122699022 |570 629 59 GTACACCT[60.179 19
48276 RIM06g38423054448 123055198 | 750 724 26 CTGTTGGT|59.135 20
48313 RIM06g3912647510 |2648157 |647 707 60 AGAACCGA59.978 20
48410 RIM06g39423686438 |23686824 |386 352 34 GAAGATG460.426 20
48431 RIM06g394391157 |393192 |2035 1996 39 CAAAACT(58.934 20
48536 RIM06g40(7630175 |7630606 |431 462 31 CGTTGCA(Q60.209 20
48565 RIM06g40]24311198 |24311788 |590 622 32 TGTGTTGT|58.09 21
48566 RIM06g40]24311828 124313924 |2096 1916 180 CACCAAG(59.389 20
48603 RIM06g41124573902 |24575279 |1377 1558 181 CCTTCGAT[61.115 20
48622 RIM06g41124683398 |24684966 |1568 1594 26 GGTTATC(59.794 19
48671 RIM06g41425117333 |25119023 |1690 1528 162 AGAACCA(60.299 20
48698 RIM06g41425158442 125162456 |14014 3891 123 GTCACCAA61.146 20
48750 RIM06g42314081542 |14081772 |230 253 23 TAATGGC(60.088 20
48795 RIM06g42125683573 25683970 |397 366 31 CTCAACCA[60.461 20
48820 RIM06g43(25834665 |25835672 |1007 1037 30 ACTCTCG@E60.615 20
48834 RIM06g43125933360 |25933765 |405 369 36 GCGTCTCA60.119 20
48840 RIM06g43125941609 |25941788 |179 155 24 TTCCACAA|60.073 20
48843 RIM06g43125988042 125988436 |394 338 56 GTATCCTA|59.866 20
48857 RIM06g43]908884 |909096 |212 252 40 AAGCTTGT|59.539 24
48897 RIM06g43(26284347 126287196 | 2849 2828 21 AGAATTGAS8.253 21
48991 RIM06g44(26533959 |26535345 |1386 1256 130 CACAACTA58.468 20
49036 RIM06g4412442093 2442528 |435 390 45 TCACCCAG59.924 20
49043 RIM06g443126739105 |26740783 |1678 1699 21 CCTTCCAG|59.393 20
49067 RIM06g44426834016 |26834539 |523 583 60 AGCAACG160.001 19
49074 RIM06g44(26936632 126939425 |2793 2717 76 ATAGCCTE60.36 20
49150 RIM06g45(27231381 127231611 |230 146 84 AGCACTGT|60.056 20
49183 RIM06g45327435095 |27436223 |1128 993 135 AGTCCCA(G60.395 20
49205 RIM06g45427466866 |27467114 |248 228 20 CAGAGGA]57.778 21
49241 RIM06g45]11719590 11720683 |1093 1136 43 CCGACAAA61.176 20
49351 RIM06g46]28009436 128010111 |675 704 29 CTGCAGCA59.133 21
49361 RIM06g46328102195 |28103220|1025 995 30 GGCCAGA460.142 20
49382 RIM06g463128144257 128144800 |543 597 54 GTAATTA(57.012 24
49395 RIM06g46428242256 |28243546 11290 1318 28 GACCGCG(60.346 19
49461 RIM06g4712506873 2507034 |161 108 53 CTTGGGCAS59.864 20




49462 RIM06g47128616822 1286179601138 1163 25 CAACATCA60.112 20
49511 RIM06g47128691997 |28692529 |532 380 152 CAAAGCT(59.512 20
49513 RIM06g47128695564 |28697016 |1452 1486 34 AGATCCT(59.258 20
49561 RIM06g4744841203 4841747 |544 409 135 TATTGTTC(59.924 20
49721 RIM06g49(29696443 129699919 |3476 3376 100 TAACCGAT|60.146 20
49882 RIM06g49]30125269 |30125701 |432 618 186 GTGGAGA]59.933 20
49929 RIM06g50]30408033 |30409763 |1730 1751 21 GCCCAAG(59.818 19
50055 RIM06g51130958553 |30959267 | 714 748 34 ACAAGATT|59.962 20
50056 RIM06g51130959248 130959641 |393 416 23 GCCTCTA(C|59.694 20
50057 RIM06g51130959634 |30960366 | 732 690 42 TTTGCCAA|59.849 20
50061 RIM06g51130961167 |30961381 |214 191 23 GAGGAGT]60.238 20
50066 RIM06g51130966533 |30966826 |293 233 60 TGTTCGGQ60.636 20
50083 RIM06g51130969530 |30969739 | 209 183 26 CATGCGT(61.75 19
50087 RIM06g51130996899 |30999409 |2510 2489 21 CCCAACC(59.926 20
50096 RIM06g51131016764 |31017223 |459 483 24 TATCGCA(Q60.366 20
50127 RIM06g51322632637 |22633143 |506 529 23 AGCTGCTT|59.745 20
50133 RIM06g51131118170(31118405 |235 257 22 GCATGTG159.42 20
50204 RIM07g01(35705 39113 3408 3443 35 GTCCTCTC{59.783 19
50212 RIM07g01]78061 78492 431 288 143 CCCATTGA[60.096 20
50260 RIM07g014259429 261001 |1572 1727 155 AACTTCA(C|61.019 20
50267 RIM07g01423958490 23960119 |1629 1579 50 CAGACAG(60.063 19
50302 RIM07g014537099 |538357 1258 1231 27 GTCGGAC(60.52 19
50319 RIM07g014577809 |578498 |689 725 36 ACAAGCAT59.727 20
50359 RIM07g02]6799533 |6799588 |55 158 103 GAGCAAA(59.82 20
50424 RIM07g03]1299133 |1300238 |1105 1081 24 ACAAGGCA60.142 20
50426 RIM07g03]1300492 |1302275 |1783 1639 144 AGGACCT(60.274 20
50434 RIM07g0331273137 |1273763 |626 567 59 ATCTTCTT(59.284 20
50443 RIM07g0341273137 |1273763 |626 567 59 ATCTTCTT(59.284 20
50469 RIM07g03]1566048 1570244 |4196 4227 31 GTCGCAG(61.041 18
50669 RIM07g0542543984 2544190 |206 182 24 CTGGATC(60.426 20
50690 RIM07g05{2696297 2696568 |271 435 164 GATGAGG(59.297 20
50814 RIM07g0643253493 |3253659 |166 195 29 TCTTCACC(58.342 20
50817 RIM07g06(3258737 |3260672 |1935 1975 40 ACTCCAAG60.393 19
50833 RIM07g0643325540 |3326325 |785 765 20 TTCAAGAT|59.795 20
50997 RIM07g07]3871418 |3872585 |1167 1048 119 CTCACCTC{59.962 20
51020 RIM07g0743987631 |3989319 |1688 1554 134 TCTGTCAT|60.146 20
51075 RIM07g0814199550 |4199877 |327 358 31 ACCACCT(|60.69 20
51086 RIM07g0834263308 |4264268 |960 980 20 GCTTGACT|60.386 20
51164 RIM07g0844547872 4548927 |1055 1078 23 TGAAGGG]59.958 21
51178 RIM07g0844584254 4584464 |210 242 32 GTCTTGC(60.205 18
51192 RIM07g0844641666 |4643020 |1354 1318 36 AGGCTCC({60.402 19
51263 RIM07g0934914709 |4914926 |217 197 20 CACTGTC(60.534 19
51361 RIM07g0941463910 |1464565 |655 679 24 AGGTTTA(59.845 20
51491 RIM07g1045768631 |5769037 |406 366 40 CCTCCTCG|60.634 20
51635 RIM07g1144242662 |4244006 |1344 1313 31 TTGTTGGA60.139 21
51687 RIM07g12]16810554 6810917 |363 403 40 CCAAATG(59.285 20
51749 RIM07g12]7309668 |7310505 |837 866 29 ACGCTCTA60.187 20




51766 RIM07g1237368257 |7368558 |301 474 173 CAATTGAAS9 23
51840 RIM07g13110095133 |10095630 |497 426 71 CTTTCGAC|60.291 20
51853 RIM07g1317652279 7652771 |492 528 36 CGTATCTT{60.288 20
51856 RIM07g1314841203 |4841747 |544 409 135 TATTGTTC(59.924 20
51927 RIM07g13]7873531 |7874605 |1074 995 79 CGACATGA60.272 20
51990 RIM07g143114179526 |14179755 |229 122 107 ATGGCGA(59.96 20
52015 RIM07g1448351535 |8353509 |1974 1933 41 AAGGAGG|61.363 18
52077 RIM07g1518666343 |8667421 |1078 1139 61 TGGGCTT(59.953 20
52089 RIM07g15]8797581 |8797724 |143 199 56 CATATTTG|59.84 20
52139 RIM07g15¢9098520 |9099319 |799 837 38 GGAAGCT(59.094 20
52157 RIM07g15]9139402 9139585 |183 282 99 GGCAAGG(59.845 20
52172 RIM07g1549206215 |9207350 |1135 1166 31 ACTCTCTT(59.492 20
52179 RIM07g1549209701 9209995 |294 163 131 TTCCTAAA|59.948 20
52185 RIM07g1599253384 9254712 |1328 1302 26 GGCACCG160.464 20
52215 RIM07g1619401525 9402196 |671 777 106 TATGGAT(QE59.305 20
52228 RIM07g16412260098 |12261343 |1245 1280 35 ACTGTCA(Q61.501 18
52278 RIM07g1643751593 |3754381 |2788 2949 161 AGACACC(60.711 20
52280 RIM07g1643750083 |3750240 |157 178 21 CCATGTGA59.105 20
52286 RIM07g1649881149 |9881396 |247 312 65 GTGCCGTT|60.074 20
52305 RIM07g17110065792 |10066570 | 778 581 197 GCTGGTGAS59.836 20
52314 RIM07g17113854763 |13855480 |717 811 94 TTCACCTT]59.415 20
52332 RIM07g17414654286 |14656081 |1795 1744 51 ACCAAGCA59.745 20
52338 RIM07g17410298287 |10298943 |656 679 23 CGAGGAC{59.837 20
52340 RIM07g1743750083 |3750240 |157 178 21 CCATGTGA59.105 20
52422 RIM07g18110733858 110734295 |437 414 23 TGGTGGAA60.656 20
52442 RIM07g1813750083 |3750240 |157 178 21 CCATGTGA59.105 20
52463 RIM07g18310894024 110894231 | 207 131 76 GTCCATG(E59.75 18
52491 RIM07g18111073263 |11073873 |610 672 62 TCCTGAAG59.697 20
52494 RIM07g18]11107140]11107443 303 340 37 ATGAAGG/60.226 20
52495 RIM07g18111107852 |11108350 |498 520 22 TGATGTAG60.423 20
52517 RIM07g18411175459 11180380 |4921 4859 62 ACGGTGTA60.14 20
52559 RIM07g19]11404693 |11405244 |551 583 32 CATTTTCC(59.77 21
52560 RIM07g19]13684899 |13687577 |2678 2821 143 AAGCCGAA60.132 20
52575 RIM07g19411502360 11503398 |1038 1120 82 GAGGAAC{60.386 20
52595 RIM07g20]111646432 |11647277 |845 881 36 GCACTTCT[59.428 23
52638 RIM07g2045960182 |5960648 |466 488 22 AGACGAA(59.834 20
52738 RIM07g22318102564 |8103681 |1117 1211 94 CATGTTG(60.119 20
52770 RIM07g22412711229|12712235 |1006 983 23 AATCGTG(60.255 20
52832 RIM07g23113031518 113031716 |198 171 27 GCTTGAGA59.763 22
52853 RIM07g23113098233 113102271 |4038 4068 30 GGAGAGG|59.534 20
52861 RIM07g2333750083 |3750240 |157 178 21 CCATGTGAS59.105 20
52867 RIM07g23313747489 |3748028 |539 613 74 CGAAGAA460.006 20
52871 RIM07g23413218871 (13222285 |3414 3544 130 TTTCAAAA|60.181 20
52889 RIM07g23113314171 133152241053 1088 35 CAGGACAA59.691 20
52941 RIM07g23413496512 113499228 |2716 2739 23 AATGTTG(E60.111 20
53052 RIM07g24413921026 |13921678 |652 730 78 ATGAAGG(60.569 20
53192 RIM07g25414601619 |14603422 11803 1744 59 CAACAGG160.647 20




53203 RIM07g25414657773 |14659241 |1468 1411 57 CGAACTCA60.269 20
53347 RIM07g26(15344046 |15346248 |2202 2255 53 TGCATCCGE59.799 20
53351 RIM07g26415346727|15347765 |1038 1004 34 GATTGCTT|59.805 20
53358 RIM07g26415358609 |15358813 |204 179 25 GTGTACA(60.721 20
53361 RIM07g26(15358609 |15358813 |204 179 25 GTGTACA(60.721 20
53363 RIM07g26({8944300 |8944502 |202 97 105 TACACCGT|59.787 18
53379 RIM07g26415488091 |15488257 |166 111 55 CTGCTCCG[60.125 20
53421 RIM07g27(16963230 16963538 |308 333 25 CGTGTGAT59.918 20
53469 RIM07g27315883769 |15884385 |616 661 45 CCAGATC(62.875 18
53485 RIM07g27115914754 115915129 |375 354 21 AAACCAT(59.933 20
53498 RIM07g27415990289 115992452 12163 2142 21 CGTCTCCA[59.142 18
53546 RIM07g27416221149 1622273211583 1556 27 AGGATTG159.593 20
53583 RIM07g28(16375452 116376105 |653 633 20 TTTGGTTG|59.024 20
53630 RIM07g28116525452 116527032 |1580 1496 84 AGGTGGA(59.962 20
53654 RIM07g28416654583 |16655784 |1201 1141 60 GAATGCA(58.879 20
53765 RIM07g28417000779|17001960 |1181 1150 31 GGCGAAG(61.357 20
53788 RIM07g2911455375 1456447 |1072 1153 81 AACGTGAA60.157 20
53789 RIM07g2917234283 |7234438 |155 176 21 CCATGTGA59.105 20
53809 RIM07g29117130789 (17131238 |449 364 85 TGAGGCT(60.13 19
53841 RIM07g29(17400489 117401480991 1056 65 AGAAGGT(60.001 19
53900 RIM07g2947234283 7234438 |155 176 21 CCATGTGAS59.105 20
53925 RIM07g30117771722 (17772224502 481 21 TGTGTTGT|60.16 20
54023 RIM07g30418127923 118128351 |428 475 47 GACCCAG(59.841 20
54033 RIM07g30]13750083 |3750240 |157 178 21 CCATGTGA59.105 20
54052 RIM07g30418250037 |18251177|1140 1120 20 GTGATGTT[60.373 18
54162 RIM07g31418642276 |18642533 | 257 294 37 ATCTTCTC(60.073 20
54178 RIM07g31418672020 18673026 |1006 912 94 ACAAGGC]59.353 20
54218 RIM07g31]18840692 18840949 |257 323 66 AGCTCGCA60.02 20
54268 RIM07g32319223935 |19225756 |1821 1851 30 CGAGAGC]59.308 20
54311 RIM07g32(19495563 |19495971 |408 432 24 ATCCAGAT|60.881 20
54339 RIM07g32]3751593 |3754381 |2788 2949 161 AGACACC(60.711 20
54340 RIM07g32]1457763 |1457956 |193 172 21 CCATGTGA59.105 20
54431 RIM07g33419965961 |19967120|1159 1138 21 GGCCTCCT|59.713 20
54461 RIM07g334120045324 120045544 |220 198 22 GATGGAT(60.008 20
54467 RIM07g33120045324 120045544 |220 198 22 GATGGAT(60.008 20
54472 RIM07g33420045324 120045544 |220 198 22 GATGGAT(60.008 20
54524 RIM07g34(20342085 |20342726 |641 489 152 TGATGTCAS59.535 21
54539 RIM07g34(3750083 |3750240 |157 178 21 CCATGTGA59.105 20
54552 RIM07g34120409974 120413376 |3402 3356 46 GCCCAAGA60.517 20
54580 RIM07g34120587178 120587629 |451 471 20 CAGTGAT(60.154 20
54583 RIM07g343120618003 120619426 |1423 1383 40 TATGTTGT|60.517 20
54642 RIM07g34120814235 |20814527 |292 159 133 TGAGGCT(59.05 20
54666 RIM07g35(20969871 |20972995 |3124 3016 108 TCTTCAAG|60.05 20
54668 RIM07g35(20973293 |20973515 |222 250 28 GACAACTT|60.402 19
54706 RIM07g35321128361 |21129678 |1317 1259 58 CTTTCTTC(62.877 18
54722 RIM07g35321147266 |21147656 |390 425 35 ACGGGAG(|59.962 20
54740 RIM07g35413020131 |13021631 |1500 1468 32 TTGTGGT(59.726 20




54773 RIM07g35421504340121504573 1233 285 52 GGTCTTCT[59.803 20
54797 RIM07g36121624753 121626058 | 1305 1326 21 ATGGACGA60.215 19
54844 RIM07g36421953739 121954628 |889 938 49 AGATGGG(59.929 20
54899 RIM07g3743750083 |3750240 |157 178 21 CCATGTGA59.105 20
54953 RIM07g37]30914992 |30915671 |679 711 32 GGTGTCAT62.041 20
54978 RIM07g37422742698 1227437111013 1040 27 AGCCGACA59.978 20
54984 RIM07g37422781998 |22782468 |470 446 24 CGAGGAA]59.852 21
55064 RIM07g38423298176 |23299163 |987 1007 20 GAGACGG(61.449 20
55065 RIM07g38423301737|23303060|1323 1357 34 CTCCTCTC(61.196 18
55087 RIM07g38423357851 |23358141 |290 318 28 ACAACCT(59.67 19
55091 RIM07g38423362814 123363366 |552 572 20 CAATGGCA59.969 20
55151 RIM07g39423677500 23678211711 678 33 TCAACTG(60.183 20
55167 RIM07g39(23753319 |23754339 11020 992 28 CTTCCTCG(59.861 20
55224 RIM07g39423984489 123985022 |533 561 28 CTCCTCCC(60.662 19
55226 RIM07g39423985534 123986067 |533 569 36 AGACAGC(59.834 20
55229 RIM07g39423987860 |23988490 |630 661 31 GCTCATCA[59.359 22
55349 RIM07g40424505434 124506341 |907 760 147 TACTTCCA(59.284 20
55390 RIM07g41324772607 |24774337 11730 1802 72 CTGCTTCG[60.419 20
55400 RIM07g41324799553 |24800582 |1029 966 63 GAGCTCG161.109 19
55540 RIM07g42125302757 |25303879 |1122 1075 47 GAAGGCA]59.955 20
55567 RIM07g42325359489 |25359853 |364 340 24 TGGTGAT(60.21 20
55658 RIM07g42(25540507 |25540798 |291 318 27 CAGAGCC160.331 20
55708 RIM07g42425740415 125741921 |1506 1479 27 CTTGGCCT[59.869 20
55735 RIM07g43]25887885 |25888036 |151 171 20 GAGATCT(61.41 20
55811 RIM07g43426149318 126150198 |880 956 76 GGGTATT(59.269 20
55817 RIM07g43]26158222 126160155 |1933 1913 20 ATGGCCAA59.708 20
55827 RIM07g43426211127 126211713 |586 445 141 CGGCTCC{62.236 18
55832 RIM07g43426231387 |26232082 |695 674 21 TACGAGCA59.278 19
55855 RIM07g43426256489 |26257769 |1280 1301 21 GAGATCT(59.409 18
55901 RIM07g44126421536 |26422363 |827 899 72 CTTAACAT|59.926 20
55956 RIM07g44426559122 126559837 |715 610 105 CGTCGTC(59.98 18
56012 RIM07g45(26847567 |26848061 |494 459 35 GAATCTG(59.962 20
56022 RIM07g45(26879875 |26880440 |565 596 31 AAGGCAC(59.574 20
56090 RIM07g45427087297 |27087728 |431 408 23 TTGATGTT|60.654 20
56094 RIM07g4546978562 6978816 |254 287 33 TTCATGCA|60.126 20
56100 RIM07g45427131638 1271338412203 2110 93 TCGGTTCA60.688 20
56154 RIM07g45]27329824 127330392 |568 524 44 GACGGGG|59.651 20
56177 RIM07g45427421933 |27422237 |304 434 130 CCAAGCCA60.397 20
56183 RIM07g45427442391 127442811 |420 394 26 GCAGTGCA59.445 20
56222 RIM07g46127531573 |27531971 |398 451 53 CGAGCTCA60.769 20
56236 RIM07g46127550741 127551440 |699 733 34 GCACCTTT[59.316 20
56322 RIM07g46327684551 |27684754 1203 228 25 TACAATG(59.395 20
56325 RIM07g46427694383 27694899 |516 486 30 TGAATGT(E59.984 20
56326 RIM07g46427695090 |27695849 | 759 642 117 AGGATCA(59.415 20
56352 RIM07g46427720190 27720988 | 798 734 64 TCAGGAGA59.181 21
56457 RIM07g46428041190 28042381 |1191 1367 176 GGAGGGG[59.679 20
56458 RIM07g46428042298 128042460162 338 176 TTGTCAAA60.616 20




56624 RIM07g47128500218 128501080 |862 805 57 GTCACCGT|60.097 18
56667 RIM07g47428648831 128649412 |581 495 86 GTCGAGA(60.134 20
56708 RIM07g48128881453 |28883853 |2400 2421 21 CCGTCTTC{61.131 20
56822 RIM07g48429209214 129209397 |183 313 130 CAGGATG160.111 20
56968 RIM07g493129523441 129523885 |444 479 35 ATACTGC(60.265 20
57084 RIM08g011101908 |104674 |2766 2716 50 CGCAACT(60.406 19
57108 RIM08g011341978 |343771 |1793 1757 36 ACGACGT(59.758 20
57119 RIM08g014394393 394612 |219 241 22 GACTTCCA[60.466 18
57158 RIM08g01]459183 1459460 |277 301 24 GAACACTT|59.973 20
57196 RIM08g02(685582 1691625 6043 6107 64 CAACGGC160.128 19
57302 RIM08g03126552277 |26552807 |530 553 23 CGTCTTAC|60.008 20
57336 RIM08g03311560934 1564010 |3076 3127 51 GGGACTCA60.073 20
57398 RIM08g03]3750083 |3750240 |157 178 21 CCATGTGAS59.105 20
57404 RIM08g03]1794941 |1795342 |401 245 156 CGTGATT(H59.972 20
57408 RIM08g0341794941 1795342 |401 245 156 CGTGATT(E59.972 20
57465 RIM08g0412065886 |2066106 |220 192 28 CCAAGCA(60.656 20
57468 RIM08g0412078885 2079147 |262 212 50 AGCTGCCT|59.836 20
57524 RIM08g04(2305681 |2306154 |473 524 51 CGGAGTG(59.984 20
57590 RIM08g0543750083 |3750240 |157 178 21 CCATGTGAS59.105 20
57611 RIM08g0542918251 |2919709 |1458 1364 94 GATGGACA59.488 20
57617 RIM08g0542926039 2926284 |245 282 37 GAAGGAA(59.158 20
57713 RIM08g0543146217 |3148647 |2430 2476 46 GGTTGTCE60.009 20
57738 RIM08g06(3307162 |3307726 |564 584 20 GAGAGAT(60.24 20
57760 RIM08g0631463910 |1464565 |655 679 24 AGGTTTA(Q59.845 20
57879 RIM08g07(3961739 |3963112 |1373 1335 38 GCTACAA(Q59.459 20
57896 RIM08g07117367112 |17367409 | 297 271 26 ACAACGA/60.149 20
57901 RIM08g07]4052350 4052722 |372 403 31 GAGGGTG]59.835 20
57926 RIM08g0744225508 4226482 |974 1000 26 GTCATCCT[60.113 19
57933 RIM08g0714240151 |4240739 |588 609 21 CTTGCAG({59.288 20
57935 RIM08g0744263197 |4263895 |698 656 42 ATCCCGCE59.656 18
57936 RIM08g07(12536803 |12537561 | 758 793 35 TTCCTTCG460.134 20
58000 RIM08g0744492575 4492727 |152 118 34 CCCTTTAG|60.029 20
58036 RIM08g08(4588337 4588678 |341 365 24 GAAGCGA{60 20
58100 RIM08g0817234145 7234438 |293 314 21 ATTCCTCC|60.073 20
58145 RIM08g0845096294 5098101 |1807 1695 112 TTTTGCTG|59.027 21
58161 RIM08g0845166758 |5167130 |372 397 25 CACCAAAT[60.552 20
58165 RIM08g0845167818 |5168556 |738 816 78 CAAATTC(C|59.955 20
58170 RIM08g0843750083 |3750240 |157 178 21 CCATGTGA59.105 20
58185 RIM08g09(5255540 5256998 |1458 1513 55 AACAGCGA60.678 18
58193 RIM08g09126552277 |26552807 |530 553 23 CGTCTTAC|60.008 20
58343 RIM08g1033750083 |3750240 |157 178 21 CCATGTGAS59.105 20
58541 RIM08g10]12715437 112716211774 832 58 GACGAAG{60.466 18
58578 RIM08g11110423701 |10424339 |638 662 24 GGCTGTG159.597 20
58596 RIM08g1136655743 6656043 |300 325 25 GGAAGTT(59.989 20
58600 RIM08g1146731348 6731563 |215 245 30 AAGGATTT 60.443 20
58691 RIM08g12136071197 |36071608 |411 374 37 GGCAAGG(59.978 20
58702 RIM08g1243750083 |3750240 |157 178 21 CCATGTGAS59.105 20




58734 RIM08g12(7497958 |7498487 |529 553 24 AAGCACT(60.277 20
58781 RIM08g1243750083 |3750240 |157 178 21 CCATGTGA59.105 20
58796 RIM08g1247658823 |7662161 |3338 3382 44 GGTGGTT(59.997 20
58804 RIM08g1247675677 |7676094 |417 449 32 GACTACG(59.866 20
58809 RIMO08g13(7734641 |7735145 |504 477 27 ACTGGGC/A61.533 20
58855 RIM08g13¢8121124 8121895 |771 742 29 ATGGGGG|60.278 20
58901 RIM08g1348388595 |8390040 |1445 1556 111 TAAGGGG]60.345 20
58910 RIM08g14(9743238 |9744736 |1498 1544 46 TCTTCAGG60.34 20
58947 RIM08g14126552277 |26552807 |530 553 23 CGTCTTAC|60.008 20
58956 RIM08g1418631598 |8632284 |686 622 64 CGAGCTT(62.263 20
59004 RIM08g14{10777494 110778316 |822 848 26 CGATCACA61.034 20
59018 RIM08g14]18874231 |8875256 |1025 999 26 CAAGGACA60.363 18
59019 RIM08g1418875408 |8876890 |1482 1439 43 ATCAGGG(61.661 20
59085 RIM08g15]19299213 |9300269 |1056 1029 27 ATTGACG(59.736 20
59093 RIM08g1549385111 |9385442 |331 308 23 CAACGGC160.255 20
59103 RIM08g1549407586 |9408621 |1035 1199 164 CCAACGAT59.982 22
59135 RIM08g15411135086 |11135425 |339 378 39 AATGAAT(57.017 20
59171 RIM08g1619852371 |9853517 |1146 1054 92 CATCGTCH60.987 19
59187 RIM08g16]18139610|18139980 (370 333 37 CATGAGG160.073 20
59198 RIM08g16310012238 110013286 |1048 1075 27 GAGAATC160.155 20
59209 RIM08g16410077481 110078082 |601 574 27 TCTTTCCT159.813 20
59233 RIM08g16410151685 |10153039 |1354 1329 25 AGTGGTG(61.492 20
59275 RIM08g1647585625 |7586394 |769 699 70 TGTTGTG(59.729 20
59276 RIM08g1641034702010348182 |1162 1196 34 TCCTCACC|59.036 20
59277 RIM08g16410348242 110348971 |729 813 84 TCTTCCTCA60.386 20
59291 RIM08g17(10435409 |10436625 |1216 1265 49 TTTGGGTA59.926 20
59309 RIM08g17113088667 |13088887 |220 254 34 AAGGCGA(59.813 20
59326 RIM08g17110628297 110628911 |614 668 54 AGGGCCA(60.645 18
59393 RIM08g17410942248 110942534 |286 325 39 CACCTCAT[59.831 20
59411 RIM08g17410962580 10965519 |2939 2856 83 ACTGCTTT|60.361 20
59438 RIM08g18111102878 (11103056 |178 222 44 TTTTTGTT(59.973 19
59459 RIM08g1814706192 |4706322 |130 251 121 CACGGAC(59.989 20
59461 RIM08g181757466 |758802 |1336 1207 129 TGTCATAT|59.198 22
59465 RIM08g18]18942375 |18943566 |1191 1159 32 GCCTGGG(60.464 20
59505 RIM08g1913770790 |3771266 |476 440 36 CGAGTTG(59.715 20
59556 RIM08g19]11819315 |11820906 |1591 1559 32 AAAGAACA60.156 20
59642 RIM08g20312119347 112120065 |718 560 158 CGAGCTGA59.339 20
59722 RIM08g20(12418654 |12419884 11230 1181 49 TTTTAGCA|59.976 20
59724 RIM08g20412426602 112426949 |347 427 80 ATGGTTG({61.383 20
59782 RIM08g2132916785 |2918151 |1366 1271 95 ACGTCATT|62.556 19
59825 RIM08g21417523874 117524091 |217 300 83 CTATTGCA|59.864 20
60036 RIM08g23(13964776 |13965435 |659 639 20 TGTTGGTE59.35 21
60117 RIM08g23(14316681 |14316819 |138 61 77 TCATGGTT|59.374 20
60128 RIM08g23]114360294 14360532 |238 195 43 GCAGTCT(60.873 20
60183 RIM08g24115683302 |15685247 |1945 1884 61 CCCCAAGT|59.994 21
60226 RIM08g24414753659 |14755255 |1596 1562 34 TTAGATCA61.141 20
60306 RIM08g24415117699 |15119433 11734 1827 93 ATCGTTG(E59.2 20




60339 RIM08g25115305725|15307314 |1589 1542 47 ATTTTGCC]|59.087 20
60384 RIM08g25415493197 |15494521 |1324 1299 25 CCCACTCG[59.36 20
60449 RIM08g25]15684805 |15685732 |927 975 48 GTCTCACT|59.377 20
60460 RIM08g25415712136 |15712956 |820 797 23 AGATGGA(60.356 19
60492 RIM08g26]17461554 117463017 |1463 1507 44 TAGAGCCT60.012 20
60545 RIM08g26416370222 |16371029 |807 837 30 GGAAACA460.119 20
60565 RIM08g2649044430 |9044737 |307 284 23 CCAAGTCT[60.012 20
60584 RIM08g27116584742 116584904 |162 129 33 GTTTGCCA60.299 20
60626 RIM08g27434210593 |34210919 |326 364 38 GCAAAAA159.938 21
60634 RIM08g27416756874 116759460 | 2586 2635 49 GAGCTGA160.181 20
60638 RIM08g27416762191 (16762979 | 788 726 62 CGAGCGA(60.175 20
60697 RIM08g28(10120627 |10120815 |188 143 45 ATCACAGT|60.111 20
60714 RIM08g28117169129 17169937 |808 846 38 GATCGAGA60.16 20
60715 RIM08g28117169994 |17170130|136 162 26 TTGGGATT)59.301 20
60734 RIM08g28117237763 |17238349 |586 512 74 ATACCTCC|60.328 20
60744 RIM08g28417346868 |17347389 |521 500 21 TACACGC(Q60.538 20
60795 RIM08g28417684669 |17686585 |1916 1946 30 CTCGGGTT61.754 20
60838 RIM08g29117846314 |17846858 |544 412 132 GTCATTG(H59.94 19
60847 RIM08g29117852208 117852471263 319 56 CCACAAA({59.82 20
60852 RIM08g2913751593 |3754381 |2788 2949 161 AGACACC(60.711 20
60860 RIM08g29117894306 |17894716 |410 458 48 CGTGATT(59.75 20
60908 RIM08g29118155468 118156383 |915 858 57 ATGCCTTG|59.535 20
60967 RIM08g2947387799 |7388489 |690 649 41 TGTTGTGT|59.525 21
61023 RIM08g30118510840|18511172|332 288 44 CAAGGAT(59.894 20
61024 RIM08g30114821776 (14821943 |167 113 54 TTTCCCTC(59.872 20
61051 RIM08g30318790266 |8790857 |591 562 29 TCTGAAGAS59.376 21
61070 RIM08g3043188629 |3189378 |749 728 21 CGGTCTAAS59.456 20
61080 RIM08g30418832173 |18833435 |1262 1286 24 ACACGAC(59.751 20
61132 RIM08g30419019601 |19021305 |1704 1650 54 CGTGCTCA59.984 20
61163 RIM08g3091912232919123272 1943 917 26 ACGCAAGA60.386 20
61217 RIM08g31419455364 |19455548 |184 329 145 AGGATGC]59.874 20
61254 RIM08g31419727874 119728930 |1056 1036 20 CTCCTCCT(61.243 20
61261 RIM08g31419797216 |19797733 |517 541 24 TCTTACCA]59.96 20
61339 RIM08g32(20213545 120214226 |681 561 120 GAATTTTC|60.137 21
61370 RIM08g32420350489 |20350892 |403 379 24 CACTTCTC{59.77 20
61429 RIM08g33(20473960 |20475307 |1347 1454 107 TGCCAGAT 60.624 20
61456 RIM08g33(20556821 |20557335 |514 409 105 GAGAAAG(59.737 18
61518 RIM08g3343750083 |3750240 |157 178 21 CCATGTGA59.105 20
61544 RIM08g3312107962021080937 |1317 1160 157 TGATTTTG|57.837 24
61588 RIM08g33421238421 21238673 |252 205 47 GAGGAGA|60.497 20
61616 RIM08g34(21352894 121353948 |1054 1081 27 AGAAGTC(59.98 18
61695 RIM08g34{16004928 116005593 |665 485 180 TTTTAGCG|59.872 20
61711 RIM08g34421976320|21977978 |1658 1679 21 ACTACGT(60.201 20
61712 RIM08g34421984548 121986807 | 2259 2336 77 CGATATTT[59.953 20
61884 RIM08g36]3750083 |3750240 |157 178 21 CCATGTGAS59.105 20
61902 RIM08g36423271053 |23272958 | 1905 1927 22 GACTTCGA60.606 19
61908 RIM08g36423280460 |23281927 |1467 1504 37 AGGTGCT(59.782 20




61927 RIM08g36423390787 |23395851 |5064 5122 58 CAGCTTGT|59.864 20
61935 RIM08g36423399296 |23399897 |601 575 26 CTCGTTTG|59.597 20
61950 RIM08g37]23559634 |23560015 |381 406 25 GGTTAAG(60.321 20
62187 RIM08g38424522653 |24523977 |1324 1406 82 CACCATTG[60.173 20
62268 RIM08g39324858745 124860658 11913 1937 24 GTGACGG(59.982 20
62284 RIM08g39124887195 |24888057 |862 883 21 CGCCCTAA59.993 20
62407 RIM08g40]25496856 |25498296 |1440 1479 39 AGCTCAG(59.959 19
62440 RIM08g40425608421 125610117 |1696 1816 120 ACAGATA(60.395 20
62516 RIM08g41125978359 |25978679 |320 288 32 CAAGCTTA60.28 20
62531 RIM08g41126022273 126023334 |1061 1143 82 AGCTCCA({60.556 19
62533 RIM08g41126024305 |26025943 |1638 1705 67 ATTCAAAA59.867 20
62569 RIM08g41426174739 26175020 |281 257 24 TAGCTAG(61.75 19
62623 RIM08g41426397109 126397922 1813 696 117 TCTTCCAG|60.349 20
62806 RIM08g42]27032501 |27033921 |1420 1361 59 CCTCTCCT(59.945 20
62848 RIM08g43(27235984 127237950 |1966 1830 136 AAAATCA(Q59.851 20
62904 RIM08g43427494870 127496478 |1608 1582 26 TCACCAAG60.386 20
63003 RIM08g44127802408 |27804008 |1600 1634 34 GGTTCGTT|59.978 20
63051 RIM08g44127892141 127892686 |545 695 150 CTGGTCT(]60.252 20
63074 RIM08g44127914112 127917465 |3353 3305 48 AGATCTA(59.603 20
63075 RIM08g44127917578 127917793 |1215 190 25 ACCTCGA(60.542 20
63147 RIM08g44428067017 |28067404 |387 351 36 GTGAACAA61.708 20
63165 RIM08g44128110652 |28111005 |353 310 43 TCCTTCCT160.366 20
63167 RIM08g44128117071 1281182421171 1144 27 CGAGCTCT|59.43 20
63207 RIM08g45128368020 |28368223 |203 227 24 CTTCTTCC]60.045 20
63334 RIM09g01¢490806 492404 1598 1627 29 TTCTGGCT|60.195 20
63347 RIM09g014599897 |600347 |450 480 30 CATCATTG|60.216 20
63395 RIM09g0241000951 1001964 |1013 981 32 ATGGAGA(60.961 20
63465 RIM09g0241451072 |1451649 |577 764 187 TGCCTGA(E60.049 20
63489 RIM09g0241382684 1382847 |163 185 22 GAAGCCG459.803 20
63500 RIM09g03(3750083 |3750240 |157 178 21 CCATGTGA59.105 20
63581 RIM09g0311764176 |1764596 |420 454 34 TGTGTGGT59.55 20
63617 RIM09g03]20692873 120693145 |272 230 42 AATCTGA(Q61.335 18
63657 RIM09g03414807014 |14807568 |554 443 111 GGCACTTAS58.582 20
63659 RIM09g0341987446 1988440 |994 967 27 GTGCAAAT159.469 20
63748 RIM09g04417120063 |17120650 |587 669 82 CAACATC{H60.263 20
63753 RIM09g04417120063 |17120650 |587 669 82 CAACATC({H60.263 20
63774 RIM09g0442455305 |2455494 |189 216 27 AGCGCCT(60.52 19
63782 RIM09g04(13341722 113342867 |1145 1111 34 TTGCATGE60.088 20
63827 RIM09g05(2729433 2729828 |395 438 43 CTGCTTCA(60.397 20
63853 RIM09g0638972683 |8973342 |659 636 23 TGAAGAA(60.003 20
63887 RIM09g0643098091 |3098640 |549 495 54 AAGTGGTA59.867 20
63964 RIM09g0713485545 |3487373 |1828 1806 22 CAAAAAGA60.348 20
63966 RIM09g0713509747 |3510909 |1162 1012 150 GAAGACG]59.727 20
63967 RIM09g0713511015 |3511405 |390 475 85 AACTCAT@E59.312 20
64000 RIM09g0733621292 |3625181 |3889 3866 23 ACCATGGA60.096 20
64050 RIM09g0743857645 |3858113 |468 503 35 GAGGGGA(59.112 20
64068 RIM09g0743949140 |3951047 |1907 1937 30 GACTTCA(60.823 19




64124 RIM09g08(4164808 |4168009 |3201 3167 34 TATGATG(60.269 20
64144 RIM09g0834293705 |4294435 |730 686 44 GGGTCACA59.682 20
64163 RIM09g0844400689 4402832 |2143 1988 155 AAGAGCG]60.285 20
64214 RIM09g0814593296 |4594016 |720 827 107 CGGTCCGAS59.292 20
64312 RIM09g09¢5175480 |5177143 |1663 1765 102 GCCCTCC(60.952 21
64371 RIM09g09411815822 |11816865 |1043 1022 21 TCGTTTCA(60.103 20
64434 RIM09g10]15877921 |5878355 |434 381 53 TGCAGTT(59.831 20
64456 RIM09g1045918184 |5919197 |1013 1034 21 TTCGATCA|60.096 20
64463 RIM09g1045921706 |5925484 |3778 3848 70 TTGGCTCGE60.074 20
64498 RIM09g11(19713056 |19714219 1163 1111 52 GGAGGAA(60.945 19
64575 RIM09g1116447317 6447548 |231 259 28 CCAAGAT(59.996 22
64683 RIM09g1217169259 |7169426 |167 255 88 GCAGATGA60.226 20
64685 RIM09g1217184674 |7185789 |1115 1187 72 AGAGTAC(59.218 20
64700 RIM09g1217197984 |7199758 |1774 1802 28 GTTCCTGH60.299 19
64701 RIM09g1217199957 |7200388 |431 452 21 GCCCAGA(60.08 20
64746 RIM09g12]7330480 |7331161 |681 655 26 CAAAGAC(59.67 20
64749 RIM09g12]7333565 |7333916 |351 375 24 CGGCACAA59.926 19
64755 RIM09g1247351013 |7351231 |218 158 60 TTTCACAT/60.096 20
64758 RIM09g12427755863 |27756265 |402 432 30 GGCGAATA57.99 20
64787 RIM09g13113964764 |13965435 |671 634 37 TGTTGTGT|59.525 21
64803 RIM09Sg1331455334 1455875 |541 601 60 GAACGAA(59.076 20
64830 RIM09g1343750083 |3750240 |157 178 21 CCATGTGA59.105 20
65073 RIM09g1519359733 9360405 |672 716 44 TGGAAAG(58.074 21
65158 RIM09g159739407 |9740180 |773 809 36 TCAGGTG(58.821 20
65164 RIM09Sg16(9776741 9777422 |681 787 106 CTACGAG(60.119 20
65215 RIM09g16]10241237 110242128891 838 53 GAGAGAA(58.423 24
65218 RIM09g16]12523313 112524317 |1004 875 129 GGTTTGGA60.353 20
65263 RIM09g1713750083 |3750240 |157 178 21 CCATGTGA59.105 20
65269 RIM09g17310630979 10631602 |623 644 21 ACTTCAGE60.363 20
65271 RIM09g17442511130(42511421 291 336 45 CACTCTCT{60.275 20
65339 RIM09g17410944652 110944917 |265 369 104 TTCATCAT(59.604 20
65407 RIM09g18411319441 11320230 |789 749 40 GAGCACA(60.759 20
65424 RIM09g18427410409 |27411045 |636 605 31 AGGACGC(60.205 18
65451 RIM09g19311558774 111559100 |326 380 54 AAGGCAA(59.434 20
65511 RIM09g19]11796265 |11796562 | 297 267 30 GTGTGAA(59.425 20
65631 RIM09g2018310519 |8312373 |1854 1881 27 TCGTCGGA59.997 21
65665 RIM09g20312204062 |12206409 | 2347 2310 37 ACGCTTG(59.845 20
65676 RIM09g20412304907 |12305946 |1039 938 101 AGACGAC(59.867 20
65692 RIM09g20412389343 112390230 |887 925 38 AGTGTTTT|59.598 20
65710 RIM09g20]12475616 |12476144 |528 587 59 AGCCCAAA59.993 20
65714 RIM09g20412536255 |12538357 |2102 2081 21 TAGCAGCA60.081 20
65727 RIM09g21112722486 |12723460|974 944 30 TACGTCGT|59.904 20
65782 RIM09g21413010408 113011499 |1091 942 149 GATTTTGH60.038 20
65845 RIM09g22(13319011 |13320900 |1889 1922 33 CGCTCGT(60.89 19
65860 RIM09g22(13351044 113351985 |941 963 22 CCTTTGAT(59.974 22
65898 RIM09g2214325919 |4326448 |529 496 33 ATGCGCA(60.016 20
65944 RIM09g23(13618956 |13619292 |336 316 20 AATCCTCT{60.074 20




65971 RIM09g23112150554 112151586 |1032 1152 120 AACGTCGT|59.867 21
65972 RIM09g23113750477|13750639 |162 318 156 GACAAAT(59.61 25
65986 RIM09g23]13803554 113804365 |811 708 103 GACAGGC{60.736 18
66160 RIM09g24114598290|14598733 |443 423 20 AATTTGTC|60.61 20
66187 RIM09g24421238421 21238673 |252 205 47 GAGGAGA|60.497 20
66199 RIM09g24414838065 |14838475 |410 442 32 CACACCTA[61.138 19
66206 RIM09g24414886351 |14890332 |3981 4006 25 CCATCTTC{60.624 20
66225 RIM09g25]15094158 |15094808 |650 548 102 AATCCGA(60.296 19
66226 RIM09g25]15094823 115095542 | 719 744 25 GGAAGAT(60.065 19
66255 RIM09g25415282758 |15282957 |199 168 31 ACCGCAA(60.706 19
66264 RIM09g25415332451 115333462 |1011 1071 60 GATCATGA60.484 20
66318 RIM09g26(3750083 |3750240 |157 178 21 CCATGTGA59.105 20
66334 RIM09g26115789896 157918211925 1904 21 CTCAGCCT[60.555 20
66409 RIM09g26(16187585 |16189264 |1679 1653 26 GACGACAA59.525 20
66421 RIM09g26418319925 |18320100|175 341 166 GCAAGAA(60.177 20
66458 RIM09g26416411924 1164131771253 1228 25 CCCGTTTC]|60.058 19
66515 RIM09g27416705577|16708232 |2655 2630 25 GCAATGT(58.639 21
66543 RIM09g27(16833247 116833809 |562 589 27 TTTGTAAA|60.11 20
66753 RIM09g29417881617 |17882383 | 766 803 37 TGGATCCT])59.955 22
66789 RIM09g29418033645 |18033935 |290 261 29 TCCACACT]|59.293 20
66795 RIM09g29(18037098 |18037412 |314 284 30 GTGGCTT(60.065 19
66887 RIM09g30]18387178 118388716 |1538 1518 20 ACTTCTCC]|59.694 19
66941 RIM09g30434336609 |34338121 |1512 1436 76 GCCTTCCC|59.602 19
66978 RIM09g31418976183 |18976627 |444 421 23 CGGTGAG|59.775 18
67005 RIM09g32119181023 119182379 |1356 1389 33 TTCAATGC( 59.443 21
67035 RIM09g32119248098 |19248805 | 707 732 25 TGGAAATT)58.43 21
67041 RIM09g32119269082 119269817 | 735 773 38 ACGACTA(60.142 20
67043 RIM09g32319281117|19281456 |339 362 23 TGCTTCGA58.233 24
67094 RIM09g32(19500341 19501142 1801 780 21 TTCAGGGT)59.54 22
67259 RIM09g3313233489 |3234171 |682 653 29 ATTCTGCC|60.226 20
67327 RIM09g33420024144 120025184 |1040 1157 117 GACCTTAA59.043 20
67382 RIM09g34120231254 120231690 |436 621 185 GGTCAAG(60.119 20
67390 RIM09g34420317897 120318620723 599 124 GTTTCAG(E59.797 20
67440 RIM09g35120430120|20431385 |1265 1447 182 GTAGAGCA59.867 20
67479 RIM09g3542507587 2507898 |311 336 25 TGACTTG(E59.967 20
67567 RIM09g36421002649 |21003925 |1276 1331 55 AATCCGC(59.909 20
67631 RIM09g36421106969 |21107169 | 200 225 25 GGGAGTG|59.957 20
67647 RIM09g36421162112|21162799 |687 633 54 GCAGGTA(59.74 20
67649 RIM09g36]21171870|21173114 1244 1278 34 ACAAGGA(59.844 20
67708 RIM09g3713750083 |3750240 |157 178 21 CCATGTGA59.105 20
67838 RIM09g38(21902686 |21902943 | 257 306 49 GACCTCTA60.02 20
67870 RIM09g38(1645886 |1646218 |332 303 29 AGCTCTCA58.921 19
67874 RIM09g38121960598 21960856 | 258 369 111 GAAGGAC(59.64 19
67896 RIM09g38]22030286 |22031679|1393 1468 75 GACAAGA159.636 20
67916 RIM09g38422149786 122149989 |203 178 25 GCCTCTA(C|59.685 20
67948 RIM09g38122245640 22245942 1302 450 148 CATTCCTC|59.612 20
67951 RIM09g38]22246861 |22247036 |175 315 140 GCTGATCT|59.258 20




67963 RIM09g38122269781 |22270480 |699 672 27 TGGCTCTE60.402 21
68037 RIM09g3913751593 |3754381 |2788 2949 161 AGACACC(60.711 20
68039 RIM09g3913750083 |3750240 |157 178 21 CCATGTGAS59.105 20
68088 RIM09g39122614247 122614899 |652 624 28 GATGATT({61.003 20
68092 RIM09g39322624926 |22626087 |1161 1302 141 ATACAGG(60.24 20
68138 RIM09g39122692648 122693711 |1063 1037 26 CCGCAAG159.716 20
68146 RIM09g39122714117|122714489 372 350 22 AATACCCT|59.387 20
68342 RIM10g01418948196 |18948413 |217 250 33 ACCTCGA({60.096 20
68348 RIM10g014344205 |344602 |397 370 27 GGGTGAA{59.357 20
68393 RIM10g023827067 828219 1152 1000 152 ACTAATTT{57.077 24
68394 RIM10g023828401 |830010 |1609 1548 61 CGATGTA({60.823 20
68407 RIM10g024903343 |904784 1441 1489 48 CAGAAGCA59.711 20
68464 RIM10g0241238722 1239387 |665 724 59 TCAGTGAA60.12 20
68498 RIM10g0341529881 |1530685 |804 859 55 AGATCCTT]|59.492 20
68505 RIM10g03]1672367 |1673959 |1592 1625 33 GATGTGG(60.135 20
68556 RIM10g0432037534 |2037850 |316 282 34 ACAGGTT({60.002 20
68560 RIM10g0442084428 2085563 |1135 944 191 CAAGTGCT60.822 20
68586 RIM10g0412259650 |2260239 |589 640 51 AGCTTGGA60.382 20
68593 RIM10g0442358022 |2360773 |2751 2656 95 ATTCAGAG61.663 19
68648 RIM10g05(2491843 2494534 |2691 2608 83 GCAAGAT(60.925 20
68655 RIM10g0513750083 |3750240 |157 178 21 CCATGTGAS59.105 20
68679 RIM10g0532618798 |2621367 |2569 2594 25 AGACAAC(60.135 20
68684 RIM10g0542666371 |2666508 |137 92 45 CGAAGACA460.001 21
68698 RIM10g05]2878599 |2878931 |332 358 26 AGGTCGAA59.813 20
68724 RIM10g06(3090446 |3091130 |684 705 21 TACTGCAA60.195 20
68761 RIM10g0643270514 |3270687 |173 210 37 AAGAACA(60.119 20
68768 RIM10g06413094667 |13095515 |848 1023 175 TCTCCGCC|60.135 20
68777 RIM10g0643750083 |3750240 |157 178 21 CCATGTGA59.105 20
68835 RIM10g0713812728 |3814792 |2064 2096 32 CGTTATTG[60.48 20
68856 RIM10g0733880190 |3882077 |1887 1689 198 CTTTGTGC|59.288 20
68866 RIM10g0743980583 |3981520 |937 917 20 TGTAGAT(E59.621 22
68867 RIM10g0743984893 |3985141 |248 220 28 ACGTCGA(59.597 20
68873 RIM10g0743750083 |3750240 |157 178 21 CCATGTGAS59.105 20
68917 RIM10g08(4344174 4345059 |885 827 58 ACCCATC@E59.75 20
68946 RIM10g08]4462808 4463710 |902 935 33 ACACGCT(60.328 18
68995 RIM10g0844617390 |4618735 |1345 1383 38 ACACGCT(60.328 18
68998 RIM10g0814643231 4644152 |921 867 54 AATACTA(59.883 20
69048 RIM10g0844829605 |4830437 |832 666 166 CTCGCCA({62.237 18
69099 RIM10g0915063090 |5063466 |376 354 22 GTCAGAC(59.261 20
69102 RIM10g09113964764 |13965435 |671 634 37 TGTTGTGT|59.525 21
69133 RIM10g09]5259207 |5259965 |758 732 26 TTCAGGAAS59.716 20
69261 RIM10g10]5922503 |5923983 |1480 1386 94 AATCCGAT|60.461 20
69317 RIM10g1131457616 |1457973 |357 336 21 CAGCCGA(61.188 18
69351 RIM10g11]6523094 |6525744 |2650 2561 89 TCCTGCCA|59.947 21
69416 RIM10g12316886276 |6891351 |5075 5142 67 AAGTTGAT59.09 20
69435 RIM10g1216963077 |6966015 |2938 2880 58 GCATTCG(H59.083 20
69464 RIM10g12]7114943 |7115359 |416 552 136 CAGGAGA]60.862 20




69496 RIM10g1347278294 7279046 |752 664 88 ATGCCCA(59.962 20
69545 RIM10g13(7443768 |7444279 |511 443 68 AGTGATGA58.618 20
69624 RIM10g15]7997008 |7997490 |482 376 106 GGCCTTC({59.691 20
69769 RIM10g17(7766754 |7767006 |252 447 195 ATCTCAAG59.39 20
69779 RIM10g17(8849292 |8851332 |2040 2011 29 GTCTTTGG59.676 20
69801 RIM10g17]17539391 |17540664 |1273 1099 174 AAGGAGG]|59.212 20
69810 RIM10g17]8929950 |8930277 |327 304 23 GAATGCAA57.639 20
69814 RIM10g17442511130(42511421|291 336 45 CACTCTCT{60.275 20
69816 RIM10g1748956831 |8957140 |309 339 30 CTCAGTGT|60.463 20
69840 RIM10g18(9113550 |9119487 |5937 5869 68 CATGTCGT[61.449 18
69881 RIM10g1839261287 |9263774 |2487 2452 35 ACATCTG(60.657 20
69887 RIM10g1849279990 |9281110 |1120 1145 25 ACCTACGT]|59.208 20
69906 RIM10g18313015732 113016769 |1037 955 82 TGCGTGCAS59.694 20
69934 RIM10g189597009 |9597800 |791 686 105 CTGCAGG(60.455 20
69963 RIM10g1931457763 |1457956 |193 172 21 CCATGTGAS59.105 20
69968 RIM10g1934558462 |4559041 |579 615 36 ACCACAC(62.042 20
69988 RIM10g1949839963 |9840631 |668 639 29 CTGTGGCAS59.905 20
70019 RIM10g20(10008995 |10009464 |469 536 67 CTGAAGCA59.864 20
70021 RIM10g20d10019036 10020832 |1796 1775 21 GGCAAGT]59.844 20
70079 RIM10g20422050325 |22051182 |857 1017 160 TCTCCGCC|60.135 20
70096 RIM10g20410523054 |10523936 |882 925 43 CCCGAAGA60.044 20
70107 RIM10g20411184685 |11185534 |849 974 125 ACTCATTT]|60.27 20
70110 RIM10g20410551090 10551592 |502 530 28 TGAAGAA(59.813 20
70134 RIM10g21(10614632 |10615911 |1279 1299 20 CCCTAACH60.171 20
70137 RIM10g21(10617378 10617523 |145 213 68 TGGTCCAAS59.215 20
70161 RIM10g21110718934 |10719721 |787 665 122 CCTACGC(59.587 20
70162 RIM10g21]10768022 |10768161 |139 94 45 TTCTATTG(60.066 20
70183 RIM10g21110838827 1108399101083 983 100 TGAAATC(58.104 23
70284 RIM10g22(11333863 |11334747 |884 938 54 CCTAGAT(H59.759 23
70342 RIM10g22]11770293 |11770607 |314 392 78 GGTGCTT(60.621 22
70448 RIM10g24312380242 112381049 |807 954 147 GGCGAAG(60.763 19
70449 RIM10g243112381091 |12381365 |274 178 96 TGGGTGA(59.697 21
70467 RIM10g24412434069 |12435934 |1865 1928 63 GAGAAAG(62.014 18
70509 RIM10g2441918831 |1919330 |499 417 82 TATGGCTA60.288 20
70541 RIM10g24412751981 (12752178 |197 230 33 GTCAGACT61.009 20
70633 RIM10g25313052282 |13053328 |1046 984 62 CGCCTCGT[60.52 18
70759 RIM10g26413707780]13709513 11733 1704 29 CTCTCTCT(59.4 20
70820 RIM10g2643750083 |3750240 |157 178 21 CCATGTGA59.105 20
70965 RIM10g28410860831 |10861421 |590 551 39 GCCAAGA159.893 20
70973 RIM10g28414850977 |14851726 | 749 775 26 CTCTTCAC{(61.819 18
71005 RIM10g29(3750083 |3750240 |157 178 21 CCATGTGAS59.105 20
71012 RIM10g29(13877906 |13878951 | 1045 1016 29 TCAGGAT({58.254 23
71019 RIM10g29315177646 1151788591213 1246 33 AAACTTCA59.837 18
71038 RIM10g29415255920 15257082 |1162 1202 40 GGGTATTA60.773 20
71048 RIM10g29415255920]15257082 |1162 1202 40 GGGTATTA60.773 20
71054 RIM10g29415259903 |15262852 | 2949 2781 168 TCGAGTTA60.053 20
71082 RIM10g29415343303 |15343508 |205 234 29 TTCTTGAG|59.955 20




71090 RIM10g29415349474 115350141 |667 645 22 ATGCTTG(E60.119 20
71237 RIM10g30416023651 |16024914 11263 1307 44 ATCCTCAG|60.073 20
71268 RIM10g31(16191753 116193675 |1922 1899 23 AATGAGA159.239 20
71319 RIM10g31]16586689 |16587217 |528 713 185 AGCTTGTT|59.968 21
71384 RIM10g31416726154 116726456 |302 338 36 TGTCGAGT58.8 20
71466 RIM10g32417106506 |17107102 |596 636 40 AGACCATAS58.868 20
71516 RIM10g33(17244337 117244989 |652 623 29 CTGGACTT|60.261 20
71520 RIM10g33117344579 17347089 |2510 2562 52 GTGGACC159.892 18
71545 RIM10g33317495804 |17498955 |3151 3191 40 CCTCGAC(60.298 20
71563 RIM10g33117580944 |17582064 |1120 1192 72 AGCAGCTT60.978 18
71582 RIM10g33(17651394 |17652627 |1233 1210 23 CATGGACT60.096 19
71652 RIM10g33]17718790|17719896 |1106 1163 57 GACGAAT(60.504 20
71654 RIM10g33]17720108 |17720737 |629 818 189 AAGTCTT@59.478 20
71696 RIM10g33417845992 |17846198 | 206 80 126 CCCAGTAA60.025 20
71698 RIM10g33417902527 117903439912 882 30 CTGCAGCT|59.688 20
71719 RIM10g33417966449 |17967163 |714 866 152 GGGGAGT(59.894 20
71747 RIM10g34(18098544 118100380 |1836 1709 127 AACGCCT(60.156 20
71813 RIM10g34118340262 |18342327 |2065 2022 43 CCACGACT[60.252 18
71844 RIM10g34418404043 118411904 |7861 7917 56 ACGACTC(60.001 19
71927 RIM10g35(18596059 |18597102 |1043 980 63 AAATCGG(60.15 18
72032 RIM10g35418911441 18912753 |1312 1364 52 CCGTACGA60.206 20
72039 RIM10g35418916690 |18916975 |285 227 58 CCCCTGGT|61.084 20
72092 RIM10g35(19015030|19015674 |644 597 47 GGTTGTT({59.091 21
72292 RIM10g37319928334 119928608 |274 254 20 AGCGTGC159.942 18
72357 RIM10g37]20105442 120107189 |1747 1670 77 GTCGACAA60.009 20
72409 RIM10g38(20291581 |20292811 |1230 1420 190 GTTCTCTT|[60.142 20
72433 RIM10g38120482486 120482697 |211 169 42 CTTCTGGH61.168 18
72465 RIM10g38420674156 |20674353 |197 261 64 CATCGAGA60.277 20
72667 RIM10g40]21461737 |21464468 |2731 2693 38 CAAGAAG(59.691 20
72673 RIM10g40]21473925 |21474222 |297 277 20 AAATATC(59.006 20
72693 RIM10g40321530320]21532512|2192 2107 85 TACCTTGG59.784 20
72700 RIM10g40321537702 |21538049 |347 378 31 TGAAAGCA58.869 20
72705 RIM10g40421582814 121583226 |412 384 28 GCAACTT(E59.534 21
72915 RIM10g42(22527854 1225292291375 1409 34 ATGAAGC/60 19
72916 RIM10g42(22529200 |22529694 |494 363 131 CTTTGCAA[60.397 20
72917 RIM10g42(22536249 22536872 1623 583 40 CCTTCTGA[59.508 20
73013 RIM10g42423036303 |23036456 |153 175 22 GCGAGGA(59.34 20
73118 RIM11g013177095 178911 |1816 1849 33 TAGGAGG/60.284 20
73119 RIM11g013194531 |195755 1224 1407 183 AACCACT(@59.914 20
73126 RIM11g013234858 |235092 |234 212 22 CCAAAGTT|59.728 20
73221 RIM11g014485595 486003 |408 455 47 CAAGGTCAS59.984 20
73318 RIM11g02419160736 |19161270|534 569 35 CCGATAT(H59.784 20
73322 RIM11g0241018953 1019465 |512 546 34 ATTCCATA|60.173 20
73325 RIM11g0291022013 1022854 |841 815 26 GCATGCA(60.016 20
73328 RIM11g0241029647 1032299 |2652 2564 88 CTGCGAA(60.65 19
73381 RIM11g03]1224241 1224702 |461 492 31 GGAAGAA]59.033 21
73469 RIM11g0341502609 |1503311 |702 655 47 GACGATC159.532 20




73493 RIM11g0341606122 |1606529 |407 379 28 GAATCCTT|59.727 20
73579 RIM11g041983333 1983546 |213 182 31 TTCACCGA60.156 21
73592 RIM11g0441991723 |1992722 |999 960 39 AAAAGCT(59.955 20
73596 RIM11g04]2009912 |2010684 |772 746 26 TGACAGT(58.871 21
73640 RIM11g0512268169 |2268957 |788 815 27 TCCGGTAG60.647 20
73664 RIM11g0542431416 |2431920 |504 534 30 CGAGCCT(60.34 18
73695 RIM11g0542518549 |2523745 |5196 5161 35 TACAAGCA60.073 20
73730 RIM11g0543750083 |3750240 |157 178 21 CCATGTGA59.105 20
73793 RIM11g0643752692 |3754412 |1720 1643 77 CGATTGA(59.653 20
73795 RIM11g0643750083 |3750240 |157 178 21 CCATGTGA59.105 20
73859 RIM11g0643353966 |3354499 |533 565 32 CCCTCGA(E60.317 20
73958 RIM11g07]14978192 |14979289 |1097 1056 41 TCTTCCTT(60.569 20
73966 RIM11g0744019219 |4019756 |537 557 20 CAGCGCGA60.23 20
73969 RIM11g0744020206 |4020839 |633 583 50 GCGATCAT60.221 20
73991 RIM11g0743750083 |3750240 |157 178 21 CCATGTGAS59.105 20
74058 RIM11g0814244613 |4245132 |519 384 135 CACCTGG(61.58 19
74094 RIM11g08314371530 |4372844 1314 1277 37 CTCGCAT(@59.827 20
74106 RIM11g0834382151 |4382888 |737 580 157 CGACCAT(59.95 20
74122 RIM11g084519113 4522620 |3507 3680 173 CGGGGAT]59.916 20
74130 RIM11g0844544137 4546706 |2569 2615 46 TGGCAAG159.847 20
74135 RIM11g0834547991 |4549952 |1961 1776 185 GTCAAAA(59.853 20
74173 RIM11g0844685643 |4686389 |746 726 20 CGGAATC({60.908 19
74341 RIM11g1043750083 |3750240 |157 178 21 CCATGTGAS59.105 20
74342 RIM11g1043749650 |3750000 |350 371 21 ATTACCCT{59.817 20
74348 RIM11g10442511130]42511421 291 336 45 CACTCTCT{60.275 20
74367 RIM11g11(6097020 |6098491 |1471 1552 81 ATTTTGCT(60.022 20
74388 RIM11g1116214592 6215426 |834 855 21 TCCTACTT(59.948 20
74413 RIM11g1136317021 |6318413 |1392 1428 36 CATTCCTC{60.822 20
74417 RIM11g1146336025 |6337107 |1082 1044 38 CAACTACH59.721 20
74426 RIM11g1146372905 |6373221 |316 340 24 GCATGGA(59.925 20
74445 RIM11g1146477500 |6478188 |688 735 47 GTCCGGT(59.965 19
74466 RIM11g1146597001 |6597513 |512 478 34 GTGGAGA{60.05 20
74467 RIM11g1146597728 6598019 |291 326 35 TTTGCCTA(59.861 21
74494 RIM11g12]944848 |946302 |1454 1350 104 ATTACATA|59.95 20
74497 RIM11g1216818657 |6818963 |306 258 48 GACAATTT|59.916 20
74541 RIM11g122990681 |2990892 |211 271 60 CGGCTAG(60.403 19
74546 RIM11g12]7234283 7234438 |155 176 21 CCATGTGAS59.105 20
74581 RIM11g1347513641 |7521788 |8147 8030 117 GCGATCC(59.668 20
74606 RIM11g1347612209 |7613569 |1360 1291 69 CACCGACA59.98 18
74666 RIM11g1417941514 |7942050 |536 512 24 ATCGCAC(61.332 19
74678 RIM11g1433750083 |3750240 |157 178 21 CCATGTGAS59.105 20
74708 RIM11g14413763481|13764088 |607 568 39 GTCGTCCH61.834 18
74748 RIM11g1448030312 |8032581 |2269 2245 24 GCTACACT|59.904 20
74752 RIM11g15(8451767 |8452550 |783 812 29 ACATGAC(60.018 20
74814 RIM11g1533750083 |3750240 |157 178 21 CCATGTGAS59.105 20
74866 RIM11g15¢10423694 110423908 |214 235 21 GTTGTGG(61.03 20
74931 RIM11g1649097329 |9098457 |1128 1223 95 ACTTCCAT{58.586 18




74965 RIM11g17(9469471 9470814 |1343 1366 23 GTGCACCT|59.726 20
74984 RIM11g1719538420 |9539462 |1042 892 150 GTTGTCGT|59.665 18
75002 RIM11g17313964764 113965435 |671 634 37 TGTTGTGT|59.525 21
75026 RIM11g1749743152 9745220 |2068 2113 45 ATCGTGG(62.087 18
75035 RIM11g1719753641 |9754119 |478 569 91 ACCAGTAT|59.596 20
75051 RIM11g17¢9795971 |9796885 |914 965 51 CCCATATA|58.912 20
75061 RIM11g17(9799727 |9800439 |712 672 40 GGAGAAT][59.31 21
75110 RIM11g17410093316 |10095170|1854 1826 28 TCTTCTTC(59.778 20
75128 RIM11g18110190811 10191227 |416 448 32 AGTGCAGA60.134 20
75160 RIM11g18110434206 |10435174 |968 928 40 GGAGGGG[62.94 18
75164 RIM11g1833750083 |3750240 |157 178 21 CCATGTGAS59.105 20
75208 RIM11g18410687127 |10690879 |3752 3798 46 GCTCGAT({59.843 20
75209 RIM11g18410690976 |10692220 1244 1187 57 CAAAGCC(60.066 20
75226 RIM11g18410822263 |10823504 |1241 1116 125 TTCCATCA|60.24 20
75227 RIM11g18410823485 110825017 |1532 1595 63 CAGCCAT({60.152 20
75231 RIM11g19(10834952 110835143 |191 166 25 GGTGTAT(59.67 20
75234 RIM11g19(10841501 |10841868 |367 502 135 ATCGTGGA60.243 20
75255 RIM11g19110891843 |10892080 |237 258 21 ACGACCA(59.792 20
75277 RIM11g19110930281 110931298 |1017 1049 32 AGCTTCC(|61.348 18
75298 RIM11g19]10953162 |10953304 |142 168 26 GTGAATG(59.819 20
75346 RIM11g19411177032 (11177901 |869 900 31 GCCAGTT(60.081 20
75384 RIM11g19411324216 11324529313 396 83 AAGTCAAAS59.215 20
75432 RIM11g20(11578571 11580802 |2231 2416 185 ATTCCACC|59.874 20
75441 RIM11g20]11667536 |11668824 |1288 1311 23 CTGAGGT({60.039 20
75468 RIM11g20411841621 (11842230 |609 552 57 TGATTTCA|59.127 20
75528 RIM11g21412075598 |12076157 |559 587 28 GAAGGCT(60.143 20
75609 RIM11g223133435791 |33436044 1253 174 79 TCCATTGA]|59.369 20
75625 RIM11g22415593892 |15594858 |966 919 47 TCCTGGA(E58.984 20
75666 RIM11g22(12522212 12522763 |551 528 23 TGTTGTGT|59.525 21
75700 RIM11g22341423157 |41423722 |565 519 46 TACCCAG(E58.843 20
75703 RIM11g22412705120]12705449 |329 500 171 CTCTCCTT]60.134 20
75717 RIM11g22412742073|12742601 |528 554 26 TGTGCATAS59.557 21
75728 RIM11g23(12790698 112791340 |642 682 40 TAGTGGA(61.084 20
75732 RIM11g23(12792365 |12792814 |449 474 25 TGGAAAG60.249 22
75743 RIM11g23(17120063 |17120650 |587 669 82 CAACATC{H60.263 20
75747 RIM11g23(12811299 12812129 |830 872 42 GGCAGATA59.178 20
75787 RIM11g23]15986118 |15986512 |394 311 83 CTCCTGCA[59.933 20
75839 RIM11g24113332079 13333106 |1027 1056 29 GGCACCGA58.228 20
75930 RIM11g25(13838291 |13838625 |334 356 22 TTCAGTCT|59.956 19
75943 RIM11g25]13906902 |13910308 |3406 3315 91 TTGCACCA59.864 20
75992 RIM11g25(14157425 141584501025 1059 34 GTGGCAT159.415 20
76004 RIM11g25(13964764 |13965435 |671 634 37 TGTTGTGT|59.525 21
76014 RIM11g25]14241898 |14250056 |8158 8188 30 GACCGCT(62.088 18
76041 RIM11g25414362205 |14364462 |2257 2201 56 TTGTAAAQG59.325 21
76078 RIM11g26(3766562 |3768432 |1870 1840 30 CACGTAG(59.864 20
76079 RIM11g26(1822123 |1823143 |1020 960 60 GGTAGCTA60.716 21
76126 RIM11g26]14558439 114560105 |1666 1472 194 GTAGCGA160.218 20




76175 RIM11g26]14826475 |14828086 |1611 1570 41 AGGCGGA(60.285 20
76190 RIM11g26414996220 14998292 |2072 1947 125 CCACCCTC|60.056 19
76193 RIM11g26415054295 |15054990 |695 657 38 ATGCCAC(59.574 20
76250 RIM11g27315243336 |15249405 |6069 5900 169 GTGACGA(60.215 19
76253 RIM11g27315249933 |15257452 |7519 7567 48 AACACAG(59.844 20
76268 RIM11g27415330192 |15330939 | 747 646 101 GATGTTG(58.299 20
76306 RIM11g27]15504516 |15504868 |352 379 27 TGGTGCTA60.164 21
76331 RIM11g27422568614 |22568961 |347 324 23 CAAAAAT(60.644 20
76345 RIM11g28(15654402 |15654709 |307 354 47 GCGAGAT(60.243 20
76412 RIM11g28415893457 115894514 |1057 992 65 CGTGGGA460.015 20
76483 RIM11g2841631363816314250|612 526 86 TGATGAA(Q58.979 20
76516 RIM11g29]16467511 |16467985 |474 524 50 GCTTCGAT|58.661 21
76518 RIM11g29]16468159 |16469073 |914 969 55 ATTTCTGC|59.882 20
76519 RIM11g29]16469051 |16470036 |985 965 20 GGTCACCT|60.125 21
76614 RIM11g29416853216 |16855260 |2044 2157 113 TCAAAGA(Q59.262 20
76628 RIM11g29416886630 |16889096 | 2466 2332 134 GGCCGTCAS59.978 20
76699 RIM11g30417205063 |17206020 |957 1016 59 GCTGCTTE60.154 20
76724 RIM11g3043750083 |3750240 |157 178 21 CCATGTGA59.105 20
76732 RIM11g30417323959 |17324559 |600 668 68 ACATAAC(59.859 20
76766 RIM11g31(17599084 |17599801 | 717 687 30 GGGTTTCAS59.973 20
76771 RIM11g31117666210|17667048 |838 990 152 ACCCATCA60.255 20
76772 RIM11g31117678090 17679326 |1236 1377 141 CTGGTGGA60.767 19
76777 RIM11g3113750083 |3750240 |157 178 21 CCATGTGAS59.105 20
76803 RIM11g31317822469 17822709 |240 162 78 ACCGATGT|59.769 20
76804 RIM11g31317822972 17823893 1921 973 52 AACCAGCA60.263 20
76805 RIM11g31317828486 |17828745 |259 283 24 TCGACATT|59.837 20
76850 RIM11g31417920033 |17920180 |147 168 21 CCATTTGT{60.517 20
76861 RIM11g31417922631 17922808 |177 157 20 TCAGGATT)58.381 21
76954 RIM11g31418381333|18381775 |442 258 184 TCAGCGTA60.393 21
76967 RIM11g3213750083 |3750240 |157 178 21 CCATGTGA59.105 20
77035 RIM11g32418702838 |18704236 |1398 1426 28 TGTTGACA60.032 20
77063 RIM11g32418920701 |18921923 |1222 1159 63 CGCCATTT|59.938 20
77123 RIM11g33119114346 119118316 |3970 3929 41 CCTCGCTC|59.495 19
77146 RIM11g33119209273 119211085 |1812 1789 23 TCCTACTC(59.797 20
77150 RIM11g33127347744 127349742 11998 2034 36 CCTATGG(57.781 20
77151 RIM11g33]11564752 (11565002 |250 225 25 TGTTGGGT60.309 20
77160 RIM11g33319276642 119277659 |1017 975 42 GGGGTGA(59.83 20
77270 RIM11g34(19859015 |19859690 |675 728 53 TGGAGAT(60.346 21
77288 RIM11g34119899071 |19899827 | 756 733 23 TTGTCAAA59.715 22
77322 RIM11g34419968463 |19970704 |2241 2301 60 GGATTTG(60.265 20
77331 RIM11g35(20057924 20058523 |599 619 20 CAGAAGCA60.134 20
77391 RIM11g3516447203 |6447512 |309 330 21 CGCAATG(60.243 20
77416 RIM11g35]20478051 |20478839 | 788 822 34 GATCATAT|59.763 20
77442 RIM11g35]3770755 |3771266 |511 475 36 GAAGTTGA59.997 20
77476 RIM11g3543750083 |3750240 |157 178 21 CCATGTGAS59.105 20
77504 RIM11g36]20869607 |20871205 |1598 1553 45 GACATGC(60.634 20
77535 RIM11g36320983400 20984303 |903 959 56 TCATATTC]60.177 20




77545 RIM11g36421011197 21011597 |400 367 33 ACATGAT({59.707 20
77600 RIM11g36418703977 |18704364 |387 420 33 CAAAAGT({59.719 20
77605 RIM11g36421319224 121319651 |427 471 44 AATTCGTGE60.856 20
77611 RIM11g36421330682 |21331765 |1083 1163 80 CGTCAAAA59.705 20
77621 RIM11g36421102453 121102645 |192 230 38 CTGGACT(59.982 20
77681 RIM11g37121699384 |21699666 |282 304 22 CGTTCATC|59.84 20
77690 RIM11g37421704606|21705324 718 645 73 GAAGGGT{59.703 20
77782 RIM11g38122205312 |22205979 |667 518 149 GATTGGG(61.313 19
77867 RIM11g38422715273 22716266 |993 958 35 CTCTTGTC]|60.134 20
77869 RIM11g38422746497 122747393 |896 994 98 CAGCTTCT|61.091 19
77874 RIM11g38422748657 |22749520 |863 1046 183 GCCTATTG59.044 20
77891 RIM11g39122829165 |22831189 |2024 2121 97 AGTCGAC(60.001 19
78010 RIM11g40123499763 |23502060 | 2297 2244 53 GGGAGGT(60.195 20
78020 RIM11g40423722101 |23723020|919 856 63 GGCCCGAA460.32 20
78031 RIM11g40423837584 |23840728 |3144 3202 58 GTGTTGAT|60.372 20
78033 RIM11g40423841264 |23841542 |278 222 56 TGGTGCTA59.89 21
78053 RIM11g4043750083 |3750240 |157 178 21 CCATGTGAS59.105 20
78055 RIM11g4041458355 |1458523 |168 188 20 ACGAAGA/59.993 20
78077 RIM11g41124172282 124172933 |651 845 194 GCTTGCCA60.058 20
78080 RIM11g41124176808 |24177125 |317 276 41 GGATAAC(59.933 20
78102 RIM11g41122215458 22216278 |820 787 33 TGAACAAT60.103 21
78137 RIM11g413124376336 124377329993 963 30 AAAGCATT|59.945 20
78179 RIM11g41422568614 122568971 |357 334 23 ATCAAAGT|59.938 20
78273 RIM11g42425079771 |25080760 |989 964 25 GATCTGCA59.858 21
78296 RIM11g42425171144 125171333 |189 94 95 TCTTGGG(59.547 22
78318 RIM11g42426543193 |26545309 |2116 2091 25 GGGACGG(60.11 20
78339 RIM11g42425365137 |25366779 |1642 1535 107 CAAATTTT{59.353 20
78347 RIM11g42419230217 19230719 |502 543 41 CCATGGTT|59.024 20
78379 RIM11g43325677664 |25677908 | 244 266 22 GAGTTTTE59.717 20
78395 RIM11g43425742774 125742961 |187 215 28 CTATTTTC(59.429 20
78443 RIM11g43¢6548088 6549495 |1407 1386 21 GGTTCGG(60.421 20
78470 RIM11g43125971475 |25971943 |468 358 110 CACTGCAA59.984 20
78497 RIM11g44(26146237 |26147237 11000 1152 152 ATGATTG(59.933 20
78587 RIM11g4443751593 |3754381 |2788 2949 161 AGACACC(60.711 20
78605 RIM11g44126472355 |26472992 |637 798 161 ATCATCAT|60.507 20
78606 RIM11g44126472973 1264737541781 944 163 CGAGTTT(H59.99 20
78628 RIM11g44426544093 26544479 |386 356 30 GCATGCT(60.104 20
78639 RIM11g44426553133 |26553256 |123 143 20 ACCATAC(59.993 20
78650 RIM11g44126559316 |26559597 |281 313 32 ACTGGGA(59.598 20
78660 RIM11g44142511130(42511421 291 336 45 CACTCTCT{60.275 20
78714 RIM11g45]26939289 |26940624 | 1335 1276 59 CCTCCTAC|{60.317 18
78723 RIM11g45427015991 |27017502 |1511 1442 69 GGTTGAT(59.973 20
78731 RIM11g45327090091 |27090509 |418 392 26 ACGGCAT(61.126 19
78743 RIM11g4541457616 |1457973 |357 336 21 CAGCCGA(61.188 18
78773 RIM11g46(27370014 127370525511 582 71 CTTCTCCA(61.06 20
78830 RIM11g46427717624 27717757 |133 154 21 ACAACAT(59.973 20
78890 RIM11g47127814386 278152881902 928 26 GGTATCGAS59.911 21




78912 RIM11g47412842983 |12843641 |658 679 21 GTTGAGG(59.31 20
78950 RIM11g47128281269 |28283265 |1996 2016 20 GAGATGC160.945 20
78956 RIM11g47428297715 |28298341 |626 552 74 ATCGGAT(60.125 20
79051 RIM12g01]147402 |149946 |2544 2487 57 GCTTTACC|60.061 20
79053 RIM12g013151191 152240 |1049 874 175 GTTAACA({60.517 20
79069 RIM12g013194531 |195755 1224 1407 183 AACCACT(@59.914 20
79073 RIM12g013243137 |245746 |2609 2414 195 CCAGGAC159.697 20
79076 RIM12g013234858 |235092 |234 212 22 CCAAAGTT|59.728 20
79176 RIM12g014485595 486003 |408 455 47 CAAGGTCA59.984 20
79197 RIM12g021594790 |595679 |889 869 20 CTTCTCCC]59.399 19
79198 RIM12g021595687 |595922 235 266 31 GGGCATT(59.866 20
79206 RIM12g021598501 |599165 |664 855 191 AGACCTG(60.074 20
79276 RIM12g0241177421 1177708 |287 235 52 TACTCCTT(61.362 20
79345 RIM12g0311398517 |1399000 |483 517 34 TGGCATTT|60.192 20
79368 RIM12g0311426828 1427071 |243 219 24 GTCAGAC(61.932 20
79488 RIM12g0411818660 |1819298 |638 664 26 TCTGGCA(E60.004 21
79496 RIM12g0441980738 1983123 |2385 2228 157 AGGGTGC]60.402 19
79497 RIM12g0441983333 1983546 |213 182 31 TTCACCGA60.156 21
79510 RIM12g0441896395 |1897416 |1021 1110 89 CGTACAGT60.567 20
79514 RIM12g04412009992 |2010778 |786 760 26 CCAGTTGT|59.976 21
79518 RIM12g04{1956151 1956484 |333 283 50 CAGCAGA(59.873 20
79758 RIM12g06]3288036 |3288832 |796 834 38 CGTCATGT|60.056 19
79759 RIM12g06]3288813 |3288904 |91 125 34 CCAGTGA(60.523 20
79761 RIM12g0643320381 |3320821 |440 480 40 AAGCCAC({61.136 20
79805 RIM12g0643375343 |3376654 |1311 1335 24 CAACCGA(59.986 20
79859 RIM12g07]13583032 |3584658 |1626 1674 48 CTGCGTGT|59.072 18
79866 RIM12g0733591437 |3592879 |1442 1464 22 TCTAAAAA60.048 21
79868 RIM12g0733593077 |3593397 |320 356 36 TGCAGCTT|60.22 20
79887 RIM12g0713622045 |3622587 |542 522 20 GTTGCAT(E59.805 20
79961 RIM12g07]136846446 |36846560|114 148 34 TTTGGCTG59.546 20
79985 RIM12g0743969670 |3969937 |267 237 30 CGACCAT(59.95 20
80082 RIM12g08(4375249 4376081 |832 954 122 GGATTCA(60.218 20
80162 RIM12g09]4862565 |4869107 |6542 6568 26 AGCAGCA(60.46 18
80176 RIM12g0934903675 |4904702 |1027 1059 32 GGCCATCA60.014 20
80186 RIM12g0944930761 |4931108 |347 283 64 CAGTTCTG[59.831 20
80190 RIM12g0944938592 |4938818 |226 247 21 GGATGGA{59.756 20
80223 RIM12g09]20652177 |20653264 |1087 1034 53 AGCAAGC]59.037 20
80268 RIM12g10]5437535 |5437902 |367 317 50 GGTGGTA(59.527 20
80321 RIM12g10¢5698973 |5700905 |1932 1971 39 CTCCTCCT(62.044 19
80391 RIM12g1045821858 |5822377 |519 479 40 ACTACTG@E59.381 20
80396 RIM12g1045828955 |5831143 |2188 2275 87 AGAAGAA160.36 20
80409 RIM12g1045836890 |5837522 |632 496 136 TAGTTGG(E59.158 20
80410 RIM12g1045837423 |5838530 |1107 978 129 CCCAAAA({59.807 20
80449 RIM12g11]13766562 |3768432 |1870 1840 30 CACGTAG(59.864 20
80454 RIM12g1113770755 |3771266 |511 475 36 GAAGTTGAS59.997 20
80533 RIM12g1216676844 6677079 |235 313 78 AGGATTG(60.491 19
80536 RIM12g1212509727 |2510083 |356 292 64 CTCCGGAA60.34 18




80542 RIM12g1214903675 |4904702 |1027 1059 32 GGCCATCA60.014 20
80546 RIM12g12316775546 |6776060 |514 465 49 TTGTAAAG60.214 20
80573 RIM12g1212196561 |2197471 |910 818 92 CACTGGCT[60.293 19
80584 RIM12g1216931729 |6934450 |2721 2752 31 GATGACCT59.685 20
80585 RIM12g1216934558 6935064 |506 385 121 CCCTGAA(Q58.313 20
80609 RIM12g12]7052966 |7053600 |634 662 28 TCAAGGGA59.933 19
80612 RIM12g12347063831 |7065079 |1248 1224 24 AAATATT(|59.791 20
80648 RIM12g13(7214834 |7215010 |176 376 200 TGACTCCGE59.839 19
80655 RIM12g13(7217911 |7218098 |187 166 21 GTGGGAA(58.104 20
80694 RIM12g13136981759 |36981988 |229 115 114 CATCGAGA59.161 20
80702 RIM12g1317418786 |7423991 |5205 5121 84 ACGAGAA(59.144 19
80703 RIM12g13317428301 |7428967 |666 622 44 ATCGTTCG|59.787 18
80741 RIM12g1317619104 |7621006 |1902 1865 37 TGAGAGG(58.838 20
80759 RIM12g1341526207 |1527338 |1131 954 177 GTTGTTG(H60.179 20
80762 RIM12g1347910055 |7910211 |156 177 21 CCATGTGAS59.105 20
80781 RIM12g14(7985253 |7985959 |706 750 44 GAGGCGG|59.556 20
80788 RIM12g1417995018 |7995180 |162 307 145 GTCCTCA@59.723 18
80845 RIM12g1448365240 |8365817 |577 541 36 TCTAGGTQ60.255 20
80866 RIM12g14]14568357|14568808 |451 627 176 AATACAT(57.695 26
80873 RIM12g1443750083 |3750240 |157 178 21 CCATGTGA59.105 20
80908 RIM12g15]18610746 |8611691 |945 992 47 GACTCAC(59.751 20
80998 RIM12g16(9178678 |9178895 |217 195 22 AACAATCT|59.556 20
81041 RIM12g1639358301 |9360942 |2641 2621 20 CACTCACT|58.333 20
81058 RIM12g1649439023 |9439184 |161 207 46 GGGTTGA460.363 20
81074 RIM12g1634903675 |4904702 |1027 1059 32 GGCCATCA60.014 20
81122 RIM12g1616478422 6478766 |344 364 20 GGACAGG|60.51 20
81188 RIM12g1719893692 |9894449 |757 802 45 ACTACTG(60.407 20
81193 RIM12g1719931442 |9931737 |295 315 20 GCACCACT[60.621 20
81264 RIM12g18110498547 110499131 |584 558 26 TTCCTATT(57.629 24
81287 RIM12g18419620134 |19620808 |674 647 27 GTTGGGA(59.783 19
81386 RIM12g19311249447111249998 |551 585 34 AGATGTC({59.927 20
81415 RIM12g19411324743 111324957 |214 265 51 ACATGCC(60.214 20
81457 RIM12g19]26552277 |26552807 |530 553 23 CGTCTTAC|60.008 20
81520 RIM12g20317385021 |7385893 |872 1059 187 GAGGAGC|60.065 19
81521 RIM12g2037385874 |7386541 |667 724 57 TCGGAAG159.734 20
81546 RIM12g21412073071|12074628 |1557 1533 24 TGTTAGAQ60.049 20
81548 RIM12g21412077908 112080387 | 2479 2604 125 CTGCAAA({58.675 20
81550 RIM12g21412083583 |12084562 |979 812 167 TTTGCAAT|60.088 20
81612 RIM12g22(12423648 112425275 |1627 1674 47 AGGAAGG|59.82 18
81613 RIM12g22(12425197 |12425523 |326 371 45 TTAGGCTT|58.128 23
81630 RIM12g22112496807 |12497509 | 702 805 103 AAAGAGG(60.2 20
81708 RIM12g2241457743 1457904 |161 140 21 ATGACAT(60.279 20
81719 RIM12g23(13021641|13022886 |1245 1213 32 CTCTATTT]57.08 22
81727 RIM12g23(13026498 113026981 |483 441 42 GGTGGGA(60.088 20
81782 RIM12g23418319924 118320092 |168 334 166 GATGGCCA59.722 20
81824 RIM12g23]13489778 113492879 |3101 3046 55 CTACGGC(61.216 18
81840 RIM12g2343750083 |3750240 |157 178 21 CCATGTGAS59.105 20




81856 RIM12g23413634508 113635351 |843 819 24 TGGACCAT59.763 24
81862 RIM12g24(13662101 |13662999 |898 968 70 CTCGGGA(60.612 20
81903 RIM12g2413750083 |3750240 |157 178 21 CCATGTGAS59.105 20
81904 RIM12g2411458355 |1458523 |168 188 20 ACGAAGA/59.993 20
81905 RIM12g24113852830|13853466 |636 711 75 GACTGAC(60.204 19
81923 RIM12g2446978562 |6978823 |261 294 33 TTCATGCA|60.126 20
81942 RIM12g24413974932 113976899 |1967 1926 41 AGCGGTA(60.012 20
81975 RIM12g2443750083 |3750240 |157 178 21 CCATGTGA59.105 20
81993 RIM12g24114197621 114198254 1633 442 191 ACAACACA60.291 20
82019 RIM12g25(10553473 |10554209 | 736 688 48 CTGCCAAA60.027 20
82070 RIM12g25314629613 |14629951 |338 372 34 GTGGGTT(60.142 20
82165 RIM12g26415508759 15509150 |391 426 35 GGCAGAA]59.152 20
82265 RIM12g27114081542 114081772 |230 253 23 TAATGGC(60.088 20
82346 RIM12g28413752315 |13752629 |314 293 21 CGTCAGGA59.45 19
82360 RIM12g28]3750083 |3750240 |157 178 21 CCATGTGAS59.105 20
82407 RIM12g29]13964764 |13965435 |671 634 37 TGTTGTGT|59.525 21
82419 RIM12g29117606631 |17607185 |554 577 23 TCATGAA(J60.504 20
82490 RIM12g29417858287 |17859084 | 797 819 22 CAGAAAA(59.44 20
82531 RIM12g30118089238 |18090697 |1459 1481 22 AGGAAGC}60.074 20
82555 RIM12g3043750083 |3750240 |157 178 21 CCATGTGA59.105 20
82563 RIM12g30418274895 |18275749 |854 948 94 TCATCGA@59.722 20
82598 RIM12g30418318645 |18320139 |1494 1562 68 TGGAGCT159.933 20
82603 RIM12g3043751593 |3754381 |2788 2949 161 AGACACC(60.711 20
82604 RIM12g3043750083 |3750240 |157 178 21 CCATGTGA59.105 20
82649 RIM12g3113750083 |3750240 |157 178 21 CCATGTGAS59.105 20
82702 RIM12g31418897416 |18898003 |587 623 36 AAATTGAAS59.752 20
82708 RIM12g31418902660 |18902917 | 257 394 137 TTCACAG(E60.088 20
82780 RIM12g32119426316 |19427184 |868 826 42 AGCTGGT(59.862 20
82801 RIM12g32311857031 |11858215 1184 1378 194 CAGGAGC]59.577 20
82804 RIM12g32319487535 |19489395 |1860 1882 22 CAAGCGG]59.823 20
82868 RIM12g33(19919858 119923135 |3277 3297 20 GTCTGCCT[61.981 18
82883 RIM12g33(19951343 119951564 |221 244 23 TCGAAGTT)59.415 20
82976 RIM12g3413751593 |3754381 |2788 2949 161 AGACACC(60.711 20
83044 RIM12g34420819346 |20820644 |1298 1327 29 ACTGGTTT|60.488 20
83051 RIM12g3443750083 |3750240 |157 178 21 CCATGTGAS59.105 20
83062 RIM12g34114243565 |14243813 |248 169 79 TCCATTGA|59.369 20
83199 RIM12g35421530975|21534600 |3625 3570 55 AGAATGG/60.212 20
83256 RIM12g354908884 |909035 |151 191 40 AAGCTTGT|59.539 24
83274 RIM12g3547234145 7234438 |293 314 21 ATTCCTCC]|60.073 20
83277 RIM12g35437257576 |37257965 |389 347 42 TGAAGGC(59.872 20
83336 RIM12g3643750083 |3750240 |157 178 21 CCATGTGAS59.105 20
83395 RIM12g36422558312 |22559414 11102 1036 66 GTCGAGG]60.008 18
83412 RIM12g36422602648 1226034401792 826 34 TTGTGTTT159.751 20
83445 RIM12g37113684861 |13685049 |188 310 122 CTTCACTA(59.869 20
83465 RIM12g3713750083 |3750240 |157 178 21 CCATGTGAS59.105 20
83473 RIM12g37122886660 |22887887 |1227 1281 54 ACCGAAA(60.11 20
83517 RIM12g37423031181 |23031620 |439 462 23 TTTGCAGE60.257 20




83538 RIM12g37423049256 |23050307 |1051 1133 82 CCACAGG(61.001 20
83541 RIM12g37(23058828 |23059722 |894 797 97 CGGAGTC(59.966 20
83624 RIM12g38123418797|23419822 11025 953 72 AGATCGA(59.95 20
83646 RIM12g38123512157|23512382 |1225 252 27 AGGCGAT(59.97 21
83649 RIM12g38323513080 |23513664 |584 560 24 GGGTTCTE59.381 20
83751 RIM12g38423889063 |23889360 | 297 339 42 CGTACAC(H59.895 20
83780 RIM12g39(23973892 123974115 |223 186 37 ATTGCCGA60.312 20
83882 RIM12g39424442161 |24443011 |850 755 95 CAGCGTCA60.003 18
83899 RIM12g39(24459040 124461735 |2695 2674 21 GAAGCAG{60.225 19
84012 RIM12g40424986641 |24987598 |957 935 22 TCGCACCT|59.805 21
84028 RIM12g40425025081 |25026851 |1770 1791 21 TAGACCT(@E59.973 20
84138 RIM12g40425324951 |25325354 1403 441 38 ACGACGA(61.34 20
84282 RIM12g4125760183 |25760835 |652 674 22 TATACATG|59.712 20
84331 RIM12g42126148193 126149904 |1711 1571 140 ATTGGGGA59.471 20
84468 RIM12g43(26690895 |26691313 |418 545 127 ACCCCTCA|61.268 20
84474 RIM12g43(26719492 |26719910 |418 394 24 AATGCATT|60.081 20
84475 RIM12g43(26720069 |26720775 | 706 774 68 TGTCCGGT)60.238 20
84492 RIM12g433126842433 126843210 |777 713 64 GGCTACTAS59.904 20
84528 RIM12g43127013809 |27015340|1531 1433 98 TCGAGAG(59.623 20
84612 RIM12g44127431564 |27432549 1985 818 167 CTGGCTCT|61.507 18




REVERSE ATm(°C) Primer_siZ PRODUCT{start_posi{end_position_in _gene(2)
CGTCTTTC459.77 20 201 687 887
ACCACTC(C60.314 20 176 415 590
AATTCGT@59.882 20 1082 4719 5800
GCCAGAA(58.802 20 1330 502 1831
TGGAAAA159.844 22 580 1232 1811
GACAGGA160.081 20 2047 5545 7591
TCACGTA(60.309 20 1420 742 2161
AACAACAT59.781 20 218 511 728
CTGCCTCT|60.005 20 745 2291 3035
TGGATTAT|60.089 23 1230 852 2081
AACTGGA(60.074 20 207 1035 1241
AACATTGAS8.661 23 144 4964 5107
CCATGTCA59.712 23 1077 313 1389
CGGCCTG(Q59.873 19 194 816 1009
TGCTCAA(Q60.596 20 856 4969 5824
GAAAAGG(59.906 21 577 794 1370
TAGCAAG159.875 20 482 3115 3596
CCTGTAAAS59.304 20 408 1213 1620
CAAATCT@E59.984 20 155 7587 7741
CACCAGCA59.823 20 588 1338 1925
CACATGAA60.473 20 497 478 974
AAGACGT159.74 20 605 287 891
GAAAATC(59.91 20 242 1698 1939
CTGGGTGA59.807 20 468 3616 4083
GTGCTCCAS59.758 20 732 428 1159
CCTGGCTT|61.176 20 744 407 1150
TTGGAATT|59.894 20 178 1190 1367
AGCTACCAS59.639 20 1871 3016 4886
CCACTCCT]|60.517 20 696 9315 10010
GACGCCCA59.291 18 1070 870 1939
CCCCCAA(Q60.332 20 584 1688 2271
CGCATGT(E59.676 20 1017 5867 6883
GACTTCC@E59.713 20 675 1970 2644
CCGTAGG(59.48 21 1972 382 2353
CCGGATG160.827 20 412 692 1103
GGTAAGTA59.872 21 175 1367 1541
CTTTGTGT|59.904 20 769 3101 3869
TCGACGA(Q59.551 20 657 2697 3353
CATCCAG(@59.691 20 2055 57 2111
TGCACCAAS59.964 20 948 40 987
CTTCAGCT|59.828 19 596 636 1231
AGTTGAC359.969 20 3386 3938 7323
AATGCGG159.195 20 5363 2037 7399
GTCGCGT(61.672 20 3189 1225 4413
CAGCAACA60.31 20 840 4570 5409
TACAGGG161.208 20 236 7704 7939




GTTCTTGG60.349 20 2064 798 2861
TTTCCTGT(57.255 21 1115 31 1145
GGAGTGG|58.672 20 207 3934 4140
ACCTCTGA59.653 20 604 3050 3653
TCACTCTT(59.522 20 1072 401 1472
CTCTGAAA59.95 20 1629 584 2212
ATCACTGT|59.583 20 2266 993 3258
CCAGTGAT60.003 25 479 3623 4101
TCCTCTTT158.978 20 910 6215 7124
ACTCGTC@E59.794 18 1016 763 1778
TCCCTGAA60.111 20 620 3431 4050
ACCCTTTA(59.734 20 873 126 998

GAACAGC(59.56 20 668 979 1646
GGACTGG459.799 20 495 1196 1690
TCGAGAA(60.238 20 228 2421 2648
CGACTGC(62.254 19 1130 2963 4092
GCCTCTAA59.284 20 231 2098 2328
AGGGACT(59.986 20 951 398 1348
CTTGACCT[61.009 20 484 25 508

CAAGGGA{60.019 19 989 2430 3418
TTCATCCG|59.348 20 1034 1702 2735
ACAGTTG(59.905 20 707 1481 2187
GGGAACA[59.82 20 957 1350 2306
TTGTGACA60.225 21 550 4690 5239
CAACATCT|58.945 20 1198 1424 2621
TGATGTG(59.6 23 1708 1385 3092
CAACGTGA60.008 20 696 1933 2628
CTCCTGAH61.688 20 1080 268 1347
ATCAGCA(Q60.269 20 4623 2917 7539
TTCTTCGT459.597 24 704 2961 3664
AGGCCTG159.155 21 2705 95 2799
ACTTACCC|61.15 20 7355 565 7919
GTCGGAC(60.563 18 161 2540 2700
CCCACTG(59.685 20 1427 798 2224
ACGATCA(59.786 20 1940 3927 5866
GTACAAG(60.517 20 2371 640 3010
TTCATCCA(59.945 19 181 6126 6306
GTCCGAC(59.955 20 187 4 190

TACTCGTT|59.694 20 980 443 1422
CATGTTGT|59.063 20 1448 713 2160
CTTCCCTC/59.948 20 2250 3107 5356
ACTCCTCT]|60.48 20 555 152 706

CGATAGCA60.22 21 1564 3934 5497
CACCTCTG[60.399 20 1850 339 2188
AAACGAA160.074 20 932 3149 4080
AAAGACA(59.328 20 1566 3016 4581
GAATGGT159.973 20 825 2866 3690




CCAAGGT(59.966 20 112 261 372
CAGCAGCA60.445 20 2804 855 3658
GCTTTTAG|58.863 23 191 6543 6733
CTCGACG(60.012 20 3999 1562 5560
ATCCAGGT|59.957 20 600 155 754
ATGTCCG(60.672 19 198 477 674
CTGCTCCA[60.552 18 1020 264 1283
AACTTGAG60.453 20 994 2605 3598
ATTGCTA(C|59.993 20 3031 1164 4194
AACTTGTA60.14 20 153 642 794
AGTACCT(@59.062 20 158 2474 2631
GACCCCAA60.096 20 1036 1275 2310
CTCCCATT{59.137 20 501 381 881
TTTGCTCA|57.867 20 1279 8464 9742
GCGAATG(60.243 20 185 286 470
TGGTCAA(Q59.899 21 7221 3205 10425
CTGTGGG159.139 20 614 1091 1704
GAGCACT157.797 20 301 5059 5359
ACACTCAG60.467 20 1292 1411 2702
TGAACAGA59.992 20 722 547 1268
CAGGTTC({59.716 20 1640 5844 7483
AGACCCTT|58.646 20 388 1566 1953
CACTGTCA[59.997 20 10368 4631 14998
AACCTACE60.621 20 1724 4798 6521
AACGCAAT59.186 20 769 3028 3796
AGCCACTT|60.277 20 458 1301 1758
CCCTGTTG[60.297 21 2035 492 2526
CTCCCCAG|61.749 18 1587 593 2179
CAGTTGAA60.883 20 1631 1555 3185
CAACCAC(60.081 20 983 2004 2986
CCAGAAGA58.785 20 641 2836 3476
ACCTGCAT|60.469 20 1026 6546 7571
CTGGTTG(60.873 20 265 9303 9567
AAGTTCCA59.366 20 748 9740 10487
AGGTCTT(59.697 20 368 10670 11037
GGTGCGT(58.28 18 1359 1373 2731
ATGAAGG(61.819 20 500 1080 1579
AGTACCT(@59.062 20 158 2670 2827
GAGCGTT(59.052 20 1762 146 1907
TTCTTGGG59.762 20 244 2861 3104
TCCTTTGC]59.813 20 4196 1475 5670
TGCCTTGA59.208 21 1097 2671 3767
GTCACGG(59.973 20 6397 201 6597
ACCACTTG|59.851 20 855 123 977
AGCTCGT(59.717 19 193 476 668
ATCCTCTC(59.978 20 522 1583 2104
GATTCAG(60.045 20 1260 792 2051




GGGTGGT|59.997 21 1070 4810 5879
TTCATGTA|59.572 20 713 3380 4092
AAGTCCTA60.505 19 1829 20 1848
GCAGATTT|59.822 20 1406 2095 3500
CCAAGAG(60.975 19 679 1674 2352
CGGAGGA|60.618 19 258 58 315

CATTCAAA[59.985 21 323 2036 2358
AGTCAAG(59.685 20 1032 790 1821
ACAGCACT|60.195 19 2006 449 2454
GTCGCATA59.348 20 1347 541 1887
AGTACCT(@59.062 20 158 1380 1537
AGTACCT(@59.062 20 158 2705 2862
CGTCCAA({59.716 20 2128 649 2776
AATAGAA(59.708 20 1322 1209 2530
TTGTGTGT|59.565 20 1338 5773 7110
GCTTTGGA60.44 20 2579 391 2969
TTGACTG(60.011 20 1013 1026 2038
CAGCATCA59.673 20 657 948 1604
TGCCACTGE60.008 20 884 366 1249
AGTTGATT|59.373 20 918 1030 1947
AACACCCA59.06 20 452 1760 2211
AGGATGCA59.09 20 235 1915 2149
AGGATGCA59.09 20 235 1666 1900
TTTCTCAT(60.656 20 622 588 1209
GGCCTAA(59.875 20 1874 63 1936
GCCGGTA(60.365 20 942 1652 2593
CTTTCCAG|60.241 20 653 650 1302
TGTAGCA(Q59.522 22 168 1550 1717
TGTTCTCT(59.884 22 588 186 773

AATACGG(59.056 20 949 331 1279
AGAGGAA{59.939 20 1994 1346 3339
CACCACGT[60.252 18 219 5145 5363
TATCACCA|59.924 20 2446 81 2526
CCTTCCTC(60.311 20 1207 449 1655
GCCCCACA58.647 20 292 2210 2501
GACCAGC160.628 20 800 2305 3104
GCTTCACH60.466 19 297 650 946

TGGGAAA(60.626 20 621 446 1066
TGGTTATT|60.606 20 690 6246 6935
ATCTTGCC|60.569 20 365 1555 1919
TGCATAG(59.825 22 942 876 1817
GCGATGA159.679 20 758 1772 2529
TCAGCTCT|60.142 22 1250 3810 5059
TTCAGCTC|59.793 21 857 1820 2676
AAGCGCCT60.682 20 637 934 1570
GGCATCA(59.847 20 668 2872 3539
TTTCTCAC]58.949 23 1650 469 2118




TATTTGAA|59.901 20 1339 8675 10013
TTTCGAAT|58.742 22 380 10406 10785
GAGGCCG(59.668 20 728 153 880
AACTCCGT|59.969 20 388 375 762
AACTAAG(60.14 20 745 4574 5318
TGCCGGG160.192 18 805 214 1018
CTCTTTTG]60.452 20 807 2396 3202
TTGAGTG(59.002 20 706 272 977
CGGGTCG(62.561 20 3045 758 3802
AGCAACGA59.911 20 692 85 776
CAGCCTG(60.624 20 1824 885 2708
AGCAGAT(59.222 20 1460 0 1459
AGCTGCCA59.603 20 806 307 1112
CCGGTCG(Y60.692 20 244 161 404
CGTATGTT|58.759 21 4924 107 5030
GCTCCTCA(62.203 19 293 313 605
ATCGTCTC|62.397 18 3338 2005 5342
CGCTTGAT|58.95 20 1796 4676 6471
CTCTCCCG|61.18 20 2075 1006 3080
TTACCCCG|60.103 20 1892 1214 3105
CACACTAT[60.382 21 525 536 1060
ATGAGGA/62.261 20 209 8 216
ATGAAAC({59.96 20 639 3525 4163
GCCTGTA(60.182 20 1016 665 1680
GACAGGA]60.12 20 603 3308 3910
TCTGTTGC|60.05 20 1043 3049 4091
AGGAAGA|60.766 20 1205 4372 5576
TCTTGTCC]59.262 25 890 46 935
TCACTCGGE60.263 20 288 433 720
AATGAACT|58.969 21 665 427 1091
GATCAGCA60.517 20 247 3530 3776
AAGTGGCA60.24 20 527 4969 5495
TCATCTTG]59.002 20 1682 2954 4635
TCGCATAT|59.375 20 519 131 649
CATCTTCA[59.91 20 1536 1803 3338
GTTGTGG(60.105 19 195 5567 5761
GCACAAT({59.879 20 1014 4284 5297
TCTCCTTC(59.926 20 924 1410 2333
TGCTTTTC]59.405 20 2005 838 2842
CTGCATCA[59.531 19 638 2462 3099
CACCAGG159.044 19 2474 204 2677
CCTGTGCA60.559 20 1541 1034 2574
CGCTCTTC]|60.096 20 1829 516 2344
GGAACAT(59.996 20 485 3128 3612
GTCTGCA({60.743 20 435 416 850
GACCGGT(59.81 20 509 2478 2986
CAATTGT(59.706 20 1582 227 1808




ACATCAC(60.005 20 434 3149 3582
GGGTTGG]59.454 20 597 1196 1792
GATGTCT({59.776 21 656 2275 2930
TGATGAT(59.478 20 1088 222 1309
CATTAGGAS59.917 20 303 5527 5829
GAGATGC(60.052 21 384 1885 2268
AGTACCT(@59.062 20 179 915 1093
GATCCTGA60.615 20 234 1164 1397
TTCACCAT|59.946 20 936 18618 19553
TGAGAGCA60.413 20 1211 437 1647
GGGAGCT]60.538 20 841 4667 5507
CAATCCTT{60.363 20 282 4849 5130
TTGTGGTAS59.911 20 1198 385 1582
CGGAAGC459.971 20 171 5004 5174
GAACGAA(60.032 20 2319 469 2787
ATACATG(59.801 20 17159 1914 19072
ACCCTTG@E59.679 20 682 14354 15035
GCAGTCGAS58.864 20 1199 1550 2748
TCAAAAAQ59.716 20 606 1713 2318
GTCTGTTT|60.395 20 1082 2229 3310
AGGCACA160.37 20 292 1161 1452
GATTCGT({58.256 20 474 727 1200
TGGTTGC(60.357 20 174 766 939
CTTTTGCC{59.747 20 766 3369 4134
TTCCACCA|60.422 20 810 40 849
TTCCCTGG|60.214 20 296 2169 2464
TGATGAG(60.632 20 1477 7061 8537
TCTTCCAT(60.84 20 2438 432 2869
CCGGCTTT[61.129 20 607 4700 5306
TGATTGCA59.676 20 325 6038 6362
TCTCCAGGE59.948 20 1821 1401 3221
GCATCAAT|59.762 20 166 1742 1907
TGGCAGA(60.207 20 428 34 461
ACAGGAG(59.801 20 391 1293 1683
CGATCCT([60.228 19 1396 571 1966
ATCAAAG(59.971 20 515 669 1183
AATCCGAT|59.611 20 205 1678 1882
AGTACCT(@59.062 20 158 624 781
CTTGCAA(Q59.572 20 968 10568 11535
TCAAATTG60.378 22 2538 6 2543
GGTATGG(59.813 20 209 0 208
CCTGGCTT[60.132 20 722 2562 3283
CGTACCTT[59.193 18 156 169 324
CCCTTTTC459.502 22 649 2114 2762
TTAGAACT|59.807 20 306 2320 2625
ACCTCGT(|60.467 20 304 165 468
TGGGTTTT|59.139 20 750 1146 1895




CTGACATT|60.056 19 362 914 1275
ACATGAA(59.786 20 881 2565 3445
ATACCTG(E60.328 20 206 1935 2140
GTGAGCCA60.231 20 542 2114 2655
CCGCTTGAS59.773 20 2080 4813 6892
TTCTGGCC60.202 20 729 1198 1926
CCGAGCTT|59.978 20 939 2359 3297
ATTGCCAG@59.853 20 147 632 778
CATGGAG160.517 22 779 106 884
AAAGGTG(59.376 22 725 1810 2534
CAGACCAT59.522 20 585 5153 5737
ACCATTCC|59.991 20 484 2021 2504
TGTGGAT({59.94 21 345 114 458
CTGATTG(59.56 21 1120 3633 4752
GTCGTGG(60.02 20 168 1897 2064
AGATACCT|59.014 20 9489 709 10197
GTTGTCGT[61.501 18 179 320 498
TGTCCAA@G59.831 20 705 4157 4861
CCTTTTCA459.202 20 1162 249 1410
AGTACCT(@59.062 20 158 1380 1537
GCCGTCAA59.905 20 1700 610 2309
GCTCGAG(61.873 18 2216 1310 3525
CAACTCC([59.682 20 971 272 1242
GCCTGCCA60.492 20 989 213 1201
GCGGCTCT60.104 20 670 2219 2888
CTAGCCG(60.384 20 1022 30 1051
CTATGTCA|57.273 27 3440 563 4002
AGTACCT(@59.062 20 158 1380 1537
ATCGACCT|59.685 20 482 240 721
AATCTCTT(59.955 20 483 4149 4631
GCTGATTT|59.596 20 849 1033 1881
GGCAGAC]60.134 20 350 88 437
TGAAAGG(59.931 20 214 1876 2089
AGCCCAAA59.993 20 254 1229 1482
CGATCCA(60.111 20 624 1208 1831
TCGAACTE60.028 22 1044 6441 7484
CACACGTT[60.833 20 365 3742 4106
GTTTCACC|59.661 20 573 576 1148
GAGACTT(59.813 20 662 751 1412
ATGTATTG|60.211 19 3134 479 3612
CACCAGTA60.011 20 433 4410 4842
GCCTCTGT|59.224 20 1041 55 1095
CATTCCTT/59.836 20 220 1843 2062
ACTTTCGG|60.32 20 1205 1493 2697
TAATGCCT|60.118 20 103 2068 2170
GCTCTTGH60.195 20 862 525 1386
CGTTGAT(E59.086 20 833 263 1095




TCGTGAT(58.617 23 345 1729 2073
GGGCTGT(59.703 20 132 1490 1621
TATCATTG|60.029 20 739 10126 10864
CCTCTAAG|59.647 20 1103 13143 14245
GCTCAAGT60.056 20 212 2698 2909
AATCTCCG|60.073 20 1234 566 1799
ATGGGAG(60.034 20 654 731 1384
TCCAGGAAS59.648 20 1009 1014 2022
TCGATGA(Q59.843 22 1014 2989 4002
ATTCTGGE60.801 20 7652 5692 13343
AAATCAT(58.937 20 618 527 1144
TGGAGCTA59.74 20 1364 3469 4832
GGATGTG(59.615 25 295 1040 1334
TGCACGG160.401 20 1272 3294 4565
GATCTGGT159.957 20 403 164 566
GATTCCTC|61.002 20 1572 1205 2776
CAGAGACA59.831 20 3001 1015 4015
CAAACGG(60.317 20 399 1514 1912
AGTGAGCA59.887 20 5960 591 6550
TCCCGTA(]59.839 20 1674 519 2192
CTCCCCAG[60.375 20 696 3983 4678
GGATAGC]60.619 20 1168 1868 3035
CCTCCGC(H59.655 19 1073 3012 4084
AGTACCT(@59.062 20 179 5416 5594
GGTATTCT|58.958 22 336 6645 6980
CAGCTGAT60.758 20 1168 1862 3029
CCAAGAGA60.136 20 467 4 470
TGAACAA(60.154 22 1321 190 1510
AGCTCCCT|59.994 20 720 1100 1819
CAACAAAA61.032 20 194 3245 3438
ATCCAAAG59.874 20 153 20 172
ATTGAACT|60.173 20 229 985 1213
AATACTC(|59.845 20 400 3424 3823
ATTTCAGA60.461 20 1418 822 2239
TTGTCCTG|60.301 20 892 2487 3378
TGTTCTCA(59.844 22 294 6410 6703
CTCTGCTT{60.23 19 354 2354 2707
TGCACCAT|60.263 20 1443 372 1814
CCATACAA60.28 20 261 1497 1757
CAGTACT({60.012 20 2147 2938 5084
GTACATG(59.997 20 1910 1177 3086
TGTATGTT|59.708 24 2058 1934 3991
CGTAGTCA59.165 20 2249 3279 5527
GCCAAGC160.081 20 848 596 1443
AAAACCA(Q59.546 20 5965 4474 10438
AGCTTGAAS59.778 21 163 1350 1512
CGACCTT(59.992 19 627 2256 2882




CGACCTT(59.992 19 629 784 1412
CGACCTT([59.992 19 629 784 1412
CGACCTT([59.992 19 629 784 1412
CGACCTT(|59.992 19 629 784 1412
CGACCTT(59.992 19 631 784 1414
CCATTCCT{59.83 20 884 811 1694
CCTAGCAT|59.795 21 612 1521 2132
CTGCAGGA60.218 20 2476 148 2623
TCGGTCAT|60.239 21 2037 296 2332
CTGAATTT[60.111 20 507 367 873

GGAATTG(59.645 20 149 917 1065
TACGTAA(E59.856 20 459 3825 4283
GATTGCAT|59.805 20 767 40 806

GGAAGGC|58.672 20 1746 93 1838
CATGGAA(60.812 18 5278 472 5749
AGGTACCT|59.499 18 401 5960 6360
GCATGGC159.917 20 753 1432 2184
TATGAAC(Q59.523 20 1618 467 2084
GCGAGCT(59.981 20 1042 77 1118
GCCTTCAC|59.283 21 506 4317 4822
AGGTGGC/59.989 20 168 77 244

TTCTTCGT459.597 24 704 178 881

CCTCTTCT(59.844 20 2413 290 2702
CCCTTGAA60.245 19 192 126 317

AGATCAT(@59.09 20 327 2445 2771
CTTCATGT{60.112 20 3722 2777 6498
TTTTGCTC(60.117 21 265 2677 2941
GCCGAGT159.95 20 507 642 1148
GTGCAACA59.888 20 900 3684 4583
GAGAAGC[59.962 20 1966 157 2122
GATGAAC(60.326 20 868 541 1408
GCAGCAA(60.844 20 238 1256 1493
TCTGGATT|60.192 20 750 87 836

GTGAGGA{60.311 19 236 348 583

CACGGCGA60.193 20 394 698 1091
GTGACTC({59.841 20 794 1325 2118
TTTAAAGE59.424 23 1351 1274 2624
GACCTCAA60.05 20 1574 499 2072
AAGGGAC(59.795 20 553 2214 2766
GGGTGAT(60.064 19 5165 2698 7862
TTCAGTTG|59.691 20 1118 1298 2415
AATCACCA59.933 20 429 911 1339
ATTCCTCA{60.408 20 2350 4290 6639
GACGGCT159.129 20 1107 196 1302
GGCTGTGA60.874 20 584 1445 2028
GTCAAAG(59.973 20 211 3011 3221
GCACTTG(60.14 20 1269 1215 2483




CCACTTCA(60.298 20 1008 2439 3446
GTGGTGA(60.348 20 389 4639 5027
CCTGCTG(60.419 20 1370 643 2012
CTCACCCT|59.859 21 199 677 875
TTAAGATT|60.067 20 173 742 914
GGCACAT(60.776 20 503 894 1396
ACGTCCAT|60.79 20 287 430 716
TACTCGTC|60.065 20 1512 1318 2829
GCCTGCAT|59.415 20 390 1834 2223
TGCTTGG(60.318 20 217 11368 11584
ACACACC(60.159 20 476 455 930
AGTACCT(@59.062 20 163 2960 3122
CAGATGG(59.946 21 1488 874 2361
AGCTCAGA60.406 20 615 1562 2176
TGTTCTGC|59.67 20 2289 430 2718
TCAGTTTC]59.751 22 510 593 1102
GCCGATG159.425 20 6274 162 6435
TGGAATC({60.797 20 785 277 1061
TCGAATCA57.957 24 787 1274 2060
GTGAGCT(61.021 20 656 3977 4632
ATGGGAA160.155 20 1728 4576 6303
TGTGAAG(59.867 21 945 1588 2532
TTGCTCGA59.596 20 210 1174 1383
AACCTTTA|59.476 20 162 458 619
TGCAACT(59.992 20 1068 1694 2761
TAGCTTCC|58.824 20 628 1145 1772
ATCGAGTA60.081 19 1054 1081 2134
GCAATAG159.091 20 695 6676 7370
TCCTCCAA|59.2 20 451 7702 8152
CTCTCACG|59.82 20 889 2694 3582
GATTTTCA(60.17 20 1075 1287 2361
TGCAAGGA58.675 20 208 1895 2102
GGCCCAA160.664 20 480 223 702
CCTCAGG(59.728 20 905 818 1722
CAAGCTT(59.96 20 182 2912 3093
TTCCTTGG|60.187 20 246 3137 3382
GACGGTAA59.851 20 532 3829 4360
GCAACAG160.032 20 755 1914 2668
AGGTCAAT59.962 20 2912 3144 6055
ACTCGTTT{59.78 20 513 1505 2017
AAATCCCT|60.074 20 656 1309 1964
GTGATCT({61.893 20 756 690 1445
GCACGTTT|59.882 20 1001 1616 2616
CGGTTTTG59.706 20 505 1024 1528
ACCTTTAT]|59.569 20 908 1241 2148
CAGTCTG(E59.92 20 1269 356 1624
TAATGTA(Q60.776 20 382 193 574




GAACCTT(H59.463 21 751 1513 2263
ATACAGC(59.978 20 138 3174 3311
TTCACAG(59.113 20 553 1916 2468
TCATGAGA60.195 20 2848 584 3431
TGAGAGG(58.827 20 880 239 1118
TTTGCAG@59.562 20 249 3762 4010
AAATTGCT|60.424 20 2257 1336 3592
GCATCGAA60.221 20 613 3714 4326
CGGAGAT(60.088 20 876 3327 4202
CCATCCG(60.626 20 642 603 1244
CGTAAACAS59.415 20 373 135 507

CATTTGTG|59.971 20 201 713 913

GCCGCGG461.243 21 1358 1662 3019
GTACACAA60.24 20 1495 149 1643
TATCGGT(@E59.369 20 1013 21 1033
ACTCAAC(59.797 20 167 6141 6307
GTAGTAC({59.898 20 206 1946 2151
CCTTTGCT{60.366 20 550 759 1308
CATCGCCT|61.434 18 554 2456 3009
TCACATTC{59.502 20 1484 886 2369
TACCTGG(60.419 20 1758 2141 3898
TCATCCTC460.656 20 884 2258 3141
TAGATGC(59.999 20 2614 359 2972
AGTCGGG(60.489 20 172 4145 4316
GGGATGT]59.797 20 975 1775 2749
TCTCGTAG60.154 20 396 1255 1650
GCTCGAA(59.875 20 267 609 875

GTTCGGA(60.05 20 834 286 1119
GATCAGA(59.359 20 217 3459 3675
GTCTTCCT{58.467 20 764 1501 2264
TCACGGT(E59.931 20 4852 2036 6887
GTACTTG(H59.851 20 785 403 1187
GTACTTG(E59.851 20 678 403 1080
GTACTTG(H59.851 20 692 403 1094
GTACTTG(E59.851 20 670 409 1078
GCTATCCT[59.985 20 2988 429 3416
CTGACATT|59.591 20 620 7333 7952
GCTCGCCA60.44 20 576 1783 2358
CCCCCATC|60.05 20 6902 395 7296
ACCAGTT(60.975 20 182 7681 7862
TTGGCTTC|59.989 20 724 1370 2093
CTCGACT([60.861 20 1179 1888 3066
CCATCCCA[60.155 20 3063 342 3404
CTTCCCGT{60.432 19 163 141 303

AAGTTCA(60.883 20 1034 1848 2881
ATTCCATC{59.629 20 488 274 761

CGAACTC(E60.015 20 238 777 1014




TAGACCGA59.555 20 829 1749 2577
TCGGGGA]60.16 20 359 269 627
TGTTGTTC|59.943 20 1423 1261 2683
GGTTCCT(60.861 20 1052 1158 2209
TCCCTGTG|59.879 20 3925 2577 6501
TTTCTACA/60.244 20 719 3119 3837
CATGCAAA59.801 20 1823 6042 7864
CTCCAATT{60.217 19 785 945 1729
CGCATTAAS58.413 21 764 5558 6321
CACCTTG(60.397 20 1081 1278 2358
CTGCGACT|60.31 20 896 1313 2208
TCGAGCA(60.249 20 930 1397 2326
GGTGCTCT|59.043 20 228 509 736
AGTGCTG(59.31 20 425 1519 1943
GGATATA(59.917 20 918 5586 6503
GTTCGGT({59.429 20 964 357 1320
TGGTCGAA60.256 21 2464 3755 6218
GAGGTAA(60.651 19 2091 1480 3570
CCTTGATG59.024 20 575 665 1239
AGGTGGG|62.725 18 1457 546 2002
GCACTCTT[60.69 20 408 31 438
CCGCTTCA|59.984 20 243 8699 8941
AGTAGGC(60.008 18 169 402 570
TATCTCGT|59.547 20 356 3664 4019
GTACGCG159.399 18 3603 583 4185
TGCCCTCT|60.029 20 598 431 1028
TTGCCATG 58.675 20 482 4046 4527
CTTCCATC]60.362 20 473 435 907
CAGTTCCT[57.211 21 744 964 1707
GAGCCGA(59.43 20 1078 825 1902
GATGCCAA59.533 20 860 1426 2285
ATGTTCCT{59.934 20 1164 2154 3317
TTGACATT|60.894 20 559 285 843
GTGCAGC(59.178 20 1101 227 1327
GCGAAAT(59.9 20 1062 4703 5764
CACCAGC(58.558 18 1737 428 2164
TTTGGAAQ59.795 20 701 9713 10413
CCCCACAT|60.11 22 372 12939 13310
TGGACTT(60.533 20 2474 4180 6653
CGGATCCT[60.152 18 942 9 950
GCGGAAT(60.296 20 1263 615 1877
CCTCCAAT|59.974 20 1828 618 2445
CCTGACAT|59.648 20 2009 1079 3087
TAGATCAQ60.144 20 1055 2001 3055
TTCTTCAT(60.57 20 3912 1657 5568
CTTTGACT{59.63 21 1360 1272 2631
CAAATAGAS58.566 21 398 1585 1982




ACAGATT{60.112 20 2103 4192 6294
CCAGAATT|59.184 21 555 1711 2265
TCAAGAAAS58.623 20 1302 4315 5616
CCAAGTT(59.836 20 553 310 862

TCTCGGC(Q59.277 20 883 596 1478
TCATGCA(Q60.79 20 1524 2813 4336
CCCTTTGC|59.342 20 1282 3113 4394
GATGTGC160.444 20 872 1676 2547
TGCACGTT|59.902 20 1241 5637 6877
GCATCAAT|60.19 20 3700 623 4322
AGTACCT(@59.062 20 158 2499 2656
TCGTTGGT|59.525 20 756 668 1423
CGGCTCTT|59.496 20 523 866 1388
GCGTTTCT[59.875 20 179 4840 5018
GCAATCC({59.916 20 1927 3965 5891
CTTAGAGT|59.996 20 692 1252 1943
TCCACGAT|59.478 20 483 929 1411
TTTGAGGA60.042 20 952 52 1003
GAGGGGA(60.473 20 840 3916 4755
GTAGACC({60.662 19 755 1179 1933
CTTCGCCC|59.916 20 361 3241 3601
TCCCTTTCA60.163 19 1061 1189 2249
CAAGTAAA60.361 23 477 610 1086
TTCGTCGT|59.873 20 1350 1531 2880
TCAACGTA59.694 20 1303 1170 2472
GTTGATCT|59.992 20 1298 2568 3865
CGCACTTT[60.443 19 123 2830 2952
CACCCTGA60.852 20 883 305 1187
AAATATGAS59.843 20 631 165 795

CTGTACA(Q60.005 21 624 1993 2616
GGTTTCTT{59.691 20 159 99 257

GCAATTG({60.089 21 600 730 1329
ACCGGGA160.586 20 1096 84 1179
GGACGAC]59.827 20 1309 153 1461
GAACGCA(60.089 22 2394 1565 3958
CTAACTCG[60.008 20 515 2704 3218
TTTTATTG]59.901 20 1033 92 1124
CCAAAGCA60.436 20 144 2351 2494
TGGAACA160.256 21 607 320 926

TGAATCCT|60.201 20 144 2389 2532
GCTTCCCA[60.058 19 1174 4694 5867
AACTTCTT(59.697 20 918 1751 2668
TCCAAAG({59.322 21 1582 335 1916
GGCTTGA(59.997 20 434 1404 1837
GGATGAG(59.839 23 979 1765 2743
CTCCAAAT|60.719 19 626 889 1514
ACCAGCTA60.044 20 1927 5574 7500




CGCATGCT[60.011 20 724 218 941
TGTAACCA57.783 26 985 2529 3513
ATGCACCE60.785 19 941 2439 3379
ACTTCACC|60.12 20 643 1447 2089
TCTGAAC(58.867 21 1040 4096 5135
GTTAGAA(61.407 20 2448 5707 8154
AGGATGA(60.543 19 2095 5456 7550
GACATGT(60.081 20 776 824 1599
ATATCTGT|60.059 20 2690 5671 8360
AGTACCT(@59.062 20 158 9713 9870
GACAGAG(59.811 19 848 716 1563
GCATGCTA59.839 20 3796 432 4227
GCGTATGT59.862 20 1337 679 2015
GATTTCTC{59.803 20 1014 213 1226
TAGTGCAQ60.273 20 941 623 1563
TTTTGTTG|57.824 25 354 1867 2220
TCCTCAAA|60.051 20 1349 4271 5619
GGCATCT({60.226 20 1367 5600 6966
TTGCAGCA59.879 20 536 2875 3410
CCAGCAAT59.868 22 1362 3436 4797
GTCGCAA(59.837 20 905 7286 8190
GCCTCCA(Q60.255 20 753 440 1192
GATGTCC({59.602 19 2453 474 2926
GAGCCCC160.649 20 2507 250 2756
AGTACCT(@59.062 20 158 1380 1537
AGGCTGT(60.057 20 2177 305 2481
CCGGATA(60.134 20 3368 690 4057
ATGCTTCC|59.965 19 766 219 984
TGCGATC(59.462 21 2298 533 2830
TGGCCTT(59.844 20 523 4191 4713
GTCCTCTT{59.989 20 827 4644 5470
GCTCTGA(60.422 18 1670 1390 3059
TCCCCTAG|59.767 20 5630 646 6275
TTCTCCTG(59.803 20 452 7254 7705
ACTTGACT|59.598 20 1964 6551 8514
AGTACCT(@59.062 20 158 1377 1534
CTTCTCCT]61.16 20 914 520 1433
CCTTAGCH59.694 20 569 345 913
AGGTGCTT60.007 20 1851 3861 5711
TAGCCTC(C|59.743 18 303 164 466
ACCCTTG(|60.382 20 841 9946 10786
TGTCAGG(59.986 20 1060 1185 2244
AGTCCTTT{59.478 20 1742 420 2161
CCTTCTCG|59.879 18 2020 431 2450
TGAACAAA59.715 22 1005 30 1034
GAGGACC(59.688 20 1287 836 2122
TTTTTGAA]59.736 22 981 27 1007




TCCACACGE59.697 20 656 2424 3079
TGCACAAAS59.248 20 442 4290 4731
CCAATTG(H59.387 20 1437 326 1762
ATCCCGTGE60.331 20 3808 1074 4881
ATCATGC(59.893 20 953 973 1925
TATGCTGA60.51 20 796 3876 4671
CACCCTGT[60.751 21 1770 4633 6402
TCAAGTT@59.875 20 1226 1007 2232
TTTGGTG(59.773 20 635 3288 3922
GCAGCTC(59.574 20 457 3570 4026
CGTATGG(60.585 20 1672 1506 3177
TGCGATGT)59.697 20 441 815 1255
TCGGGCTT)60.082 21 746 63 808

CCTTTGG(60.431 20 365 1540 1904
GCGTCTT(58.158 20 1194 257 1450
TGATTGCA59.847 20 1437 1506 2942
GCTCCAAT[60.173 20 393 137 529

AGTACCT(@59.062 20 158 2781 2938
CATTAGGA60.18 19 333 657 989

AGCACCTT|59.7 20 1117 2301 3417
TCCAAAAA59.438 21 199 2049 2247
GCCAAACA60.04 22 1695 2956 4650
GGTCGCTAS59.513 20 1297 322 1618
GAAATGAA59.61 18 723 1767 2489
GCTCTCA@H58.961 20 875 2673 3547
GGCGTTC(60.242 19 1212 408 1619
CTCATCGA60.527 19 193 753 945

AGCCTTAA58.663 21 767 1447 2213
CCAATGG(59.648 20 1659 164 1822
GACCTCTT|60.443 20 221 473 693

TTCTTTCA159.091 22 1294 744 2037
CTCCTTCC(60.206 20 462 327 788

TTGCTGGA60.118 21 1719 2326 4044
ACTTTTGC{60.11 20 193 2827 3019
TAAGCGT(59.872 20 1480 2 1481
CCTTCTCC]59.803 20 1731 657 2387
TCTTGAAT|59.415 21 186 572 757

CTTCGTG(61.819 18 1832 1421 3252
CACGTACA60.049 20 794 643 1436
CATGTCCT[59.855 20 859 432 1290
TAGCTTGT|60.98 20 909 90 998

TCCATATC{59.993 20 4551 1729 6279
TGTGCCAT|60.22 20 159 387 545

TCTTCATG(59.992 20 232 152 383

AGTACCT(@59.062 20 158 2553 2710
CTCCTGTG[60.419 19 838 1422 2259
GCTTCAA(E58.92 20 955 5109 6063




GAAGAGA|59.676 20 633 21 653
CAACGATT|59.966 20 1598 3797 5394
TCTGTTGC|60.05 20 1045 1934 2978
GAGTATC(59.653 20 357 1233 1589
AGTACCT(@59.062 20 158 2795 2952
GGTGCAA(60.195 20 396 7679 8074
AACCCCTA59.848 20 244 1559 1802
TTCTGGCC60.195 20 407 988 1394
CGGTAGTAS58.592 21 565 10008 10572
CCCTCGTA|59.315 20 1529 2138 3666
CCATAAAA60.227 20 3063 1186 4248
ATGCTCCE60.667 20 740 5 744
AAGAGAA160.725 20 1383 280 1662
ATAATTCC|59.929 20 573 695 1267
ATCAATGT|59.955 20 713 16603 17315
GTTGGTCT|60.227 20 318 3125 3442
GCTGCCGA60.154 20 938 2 939
AGTACCT(@59.062 20 158 1380 1537
AGTACCT(@59.062 20 158 7320 7477
TCTGATCT|57.916 26 285 2206 2490
CACTCTTG|59.201 21 500 69 568
AGTCGAA(59.076 21 757 535 1291
GTGGACT(60.833 20 162 915 1076
ACTTGTG(E60.149 20 1643 2127 3769
CGTCTTCA|59.685 20 1994 2790 4783
GACCTCCT|59.604 19 632 4645 5276
AGTACCT(@59.062 20 274 1264 1537
GGTTTCC(60.526 20 907 5268 6174
CCCAATTT(60.111 20 1189 1298 2486
AGTACCT(@59.062 20 158 9856 10013
GCAAACC(60.504 20 220 45 264
GGTGGAA(57.734 21 214 4030 4243
TGATGGG(58.253 20 2964 2776 5739
GGAAATG460.081 20 2591 309 2899
TCATGATT|59.127 20 218 1524 1741
CCGGCTGT60.117 22 288 22 309
TCTAGCAT|60.018 22 1222 2623 3844
AAGGAGT|60.045 20 1048 3514 4561
GCGGCTCT60.104 20 669 2212 2880
GAGAGGG|60.05 20 387 381 767
GCGGCTCT60.104 20 670 2226 2895
CCATTCCT{59.83 20 893 133 1025
CATGCCA(59.95 20 613 761 1373
TGCACTCT|59.047 20 249 215 463
CTGGAAG160.255 20 256 1262 1517
CATATCAA[60.323 20 646 3379 4024
CCTTCTCC(60.031 20 1045 198 1242




TCCTGTCA|60.246 20 2082 2071 4152
TCTGCTTG|59.577 20 2723 5238 7960
CCCATCA(C|60.801 20 519 9790 10308
ATGAGAT(59.685 20 259 1236 1494
GCTTTGAT|59.597 20 1325 115 1439
CATTTGCA|59.988 20 6645 1072 7716
TGTCTTGC|60.262 21 2192 6925 9116
CAATATAT|59.161 20 1627 13019 14645
ACCAACA(60.002 20 1055 2210 3264
CCAGGAA159.933 20 1332 1954 3285
AAAGCTT(E59.861 20 642 2087 2728
ACATAGCA59.936 20 1733 4548 6280
TTCAGCAQ60.671 19 562 109 670
CAGTGACT60.022 20 739 2989 3727
CCGACAT(59.882 20 339 63 401
AGTACCT(@59.062 20 158 1380 1537
GCAGCCC(59.74 20 2546 735 3280
TGTTGTTG|60.449 20 694 1762 2455
AGTACCT(@59.062 20 158 2993 3150
TCAGATT(C60.226 22 830 23 852
ATGCGCAT 60.663 20 215 129 343
CACCTTGT|59.716 20 198 2971 3168
CGCTTAA(E60.669 20 850 2799 3648
AGTTGCCT|60.418 20 648 8363 9010
TGGTGGT(59.824 20 1054 500 1553
GATTATG(59.923 20 1103 842 1944
TCACACAAS57.356 21 192 679 870
AGTACCT(@59.062 20 158 1344 1501
AGTACCT(@59.062 20 158 915 1072
TTCATATC(59.023 23 1217 33 1249
CGATGCTT|59.833 20 2948 554 3501
GGTGCTA(60.428 20 2202 729 2930
AACATTGT|59.911 20 796 4709 5504
AAGATGG160.056 19 1109 310 1418
CTGCTTG(60.347 20 829 3228 4056
GCTGTGT({59.758 22 340 1396 1735
AGCTGCTT|59.895 18 249 22 270
GCATCTCT[59.658 20 582 438 1019
AGTACCT(@59.062 20 158 1380 1537
TCTCGTTG|59.837 20 1204 4375 5578
TCTTCCAC/60.36 21 1305 5559 6863
TGGATCGT59.361 20 1444 319 1762
GATGGTTT|59.429 20 1487 27 1513
CATCCTCA[60.008 20 419 976 1394
TGAAGAT(59.831 20 451 750 1200
TTGGAAA(59.691 20 379 2123 2501
GCAATTT(H59.148 22 900 3040 3939




GGTCCAG(60.104 19 474 2219 2692
ACTTCTTG{59.875 20 779 2276 3054
CTGGAACA60.668 20 802 17 818

AATATCTT{59.186 20 520 1170 1689
TTTGGCTT|60.068 20 1360 330 1689
CAGTACT({60.012 20 903 90 992

CACCTCTC]59.148 20 635 17 651

CTTTTCAC/58.808 21 989 1853 2841
TCAAATGAS59.992 20 1865 256 2120
ATGAACA({59.596 20 181 1135 1315
GCCCTGTT[60.111 20 717 1259 1975
TGGCTCAA60.187 20 1095 460 1554
TGCTTACT{60.111 20 3563 114 3676
AGCTGAT(59.56 21 237 1940 2176
TAGTCGG(59.867 20 511 6811 7321
GACAAGA459.997 20 789 1628 2416
AAGCGTG(60.156 20 597 6139 6735
AATGCTGAS59.758 20 701 2433 3133
CCCATTCG|59.975 20 428 200 627

TTCCACCA|60.422 20 811 40 850

CCATCTTT(60.044 20 1019 3567 4585
TAAGCGT(60.352 20 739 475 1213
CCAGTTGT|59.308 24 212 1698 1909
CCAAACAA60.051 20 500 2694 3193
CAATAGT(59.697 20 1020 2118 3137
TGTACCGAS59.44 20 2921 475 3395
TGTCACA(Q60.143 21 885 65 949

TTCTTCAC(60.69 20 995 1047 2041
AATTCACA59.971 20 376 4412 4787
GTTGGTGT61.891 18 1362 633 1994
CGCCAAA(60.015 20 332 2749 3080
AGCTGCT(59.985 20 1119 797 1915
TGTGCTCA60.694 23 556 4334 4889
GCCATGC(59.42 22 1376 981 2356
GATATTC(|59.656 21 786 2974 3759
AGACCCTT|58.646 20 388 1558 1945
TGGAAACA59.845 21 844 287 1130
ACTCTGG(59.989 20 1642 1347 2988
CCCTTGA@59.95 20 399 391 789

ATTTCTGC|59.574 20 1896 1373 3268
CAGCGACA59.94 20 666 3756 4421
TGTTCCTC(60.074 20 708 152 859

CGTATATT[58.652 22 2243 940 3182
CCACGCTT|59.694 21 515 4811 5325
ATTGCCTC|59.445 20 497 1826 2322
GCCAGCA(59.975 18 2127 456 2582
CATCCTTA(59.462 21 875 103 977




AGAACGCA60.44 20 1528 1352 2879
CTCACCTG[58.13 20 266 3267 3532
AGCTCCA(@59.56 20 2137 385 2521
GAACGTT(60.833 20 829 606 1434
GATCAGC159.957 20 190 2721 2910
GATCAGC159.957 20 186 2296 2481
ACCACCAT|59.579 20 329 1817 2145
GCCGATTT|59.962 20 174 2056 2229
CGACCACA60.005 20 981 382 1362
CAATGCAAS59.464 20 242 4348 4589
GACGACG460.941 19 1554 1552 3105
TTAACCTC|60.596 20 729 443 1171
AACTTATG|59.962 20 1063 724 1786
GCTTCCTT|[60.088 20 695 644 1338
CTTTTGGA[60.817 20 148 1806 1953
CTGCTGGT[59.823 20 189 2375 2563
CGAAGGTA58.707 21 367 980 1346
GGGATCT159.927 20 146 873 1018
CAAGGCTT59.711 20 818 1864 2681
CCTTCTCA{59.844 20 481 2904 3384
AACCTGTA60.081 21 5168 598 5765
ACACCGT({61.146 20 961 912 1872
GCCAGTCA60.159 20 823 36 858

AGGGCAG|60.096 20 696 716 1411
TGTTTTCC(60.671 20 173 4841 5013
ATTAGCA(60.606 20 1543 1303 2845
GAAGAAC]59.998 22 2489 301 2789
CCACCAC{H60.232 20 253 329 581

TTGTGACA60.225 21 514 5814 6327
TTCTGTGG59.771 19 881 1642 2522
ACCAAAG(60.11 20 1895 4285 6179
CCATGTA(60.529 20 770 299 1068
CTTCTCCG[62.255 18 3283 358 3640
CAGTGAGA60.008 20 657 820 1476
AGGGGAT{59.923 20 1672 69 1740
AAAGGGC(60.074 20 159 3249 3407
TGTTGTAA60.838 20 276 432 707

GGGAATC(59.674 20 443 3160 3602
CATAATG(58.906 21 609 400 1008
GGTCATC({59.545 21 441 4425 4865
GAGCAAG]60.215 19 765 2538 3302
ATACTCTC{59.653 20 547 991 1537
GAGCGGT460.021 22 820 1573 2392
CCCAAGAA61.41 20 1041 1009 2049
TCCCATCA|60.173 20 1029 2461 3489
GTACTCG(59.318 20 524 6488 7011
AGGCACA160.37 20 294 698 991




AGGCACA160.37 20 294 698 991
GCGCTTGT[59.935 21 1043 120 1162
ATGTTGGT|59.271 20 2365 916 3280
AAGGGAT(59.811 20 3045 810 3854
CTGGACG(60.255 20 1819 21 1839
GTCATCTT(60.622 20 844 136 979
TGTCGTTA|59.758 20 517 2141 2657
CAAGCTT(59.96 20 182 2744 2925
GACGGTAA59.851 20 458 3905 4362
GTTCGGA(61.121 19 716 5 720
CCATGTTT{59.861 21 599 1840 2438
TGCTTAGH59.238 21 1534 0 1533
AACCCCAA59.335 22 1181 2021 3201
CAGACGA159.95 20 855 380 1234
GTTCTCCG[61.032 20 758 1584 2341
GGGTAAG{60.074 20 640 4464 5103
AAAAATAT59.212 20 883 248 1130
AGTACCT(@59.062 20 158 1380 1537
AGTACCT(@59.062 20 158 1380 1537
CGGTTGTE59.353 20 3829 445 4273
GCTGCTTE61.006 20 1945 289 2233
AGTACCT(@59.062 20 158 11329 11486
ATAGAGT(59.653 20 419 4749 5167
ACCTTCCT(60.096 19 1510 433 1942
GAGTATC(59.653 20 337 2368 2704
AGTACCT(@59.062 20 179 916 1094
TACCCGCT|60.074 20 1479 26 1504
CAACCAC(E59.751 20 374 2194 2567
TCATTTAC]61.345 20 228 890 1117
CGAAGGA{60.898 19 108 1446 1553
ATCGGGG160.195 20 371 150 520
ATCCGTTG|61.767 20 348 3119 3466
CTCTCCCG(60.328 20 175 233 407
ATCATTCT]|58.981 20 655 2313 2967
CATTCCCT{59.943 20 592 1469 2060
CAGCTTCA[58.463 21 1180 7606 8785
CTCGTCCC|59.803 20 1531 55 1585
AAAATGCT|59.158 20 780 555 1334
AGTACAG(59.604 20 681 4174 4854
AATGCAA(59.41 20 1268 8 1275
TTGCTTAA|59.964 20 160 2342 2501
CGAGCGTA60.796 20 1104 2274 3377
AAGCGAA(60.599 20 2204 985 3188
CACATCTG|60.778 20 221 309 529
CCTCGCA(Q59.757 20 2529 2766 5294
ACGCTGAT58.961 20 2179 348 2526
ACTAGCC(60.132 20 1843 174 2016




TCGAGAAA59.507 23 756 6700 7455
GCCTCTGT|59.224 20 1041 2071 3111
AAGCATT(60.49 20 211 1103 1313
GTCGCAC(60.526 20 659 351 1009
GGGCAAG]60.096 20 546 132 677
CGGCTTG(60.05 20 1065 299 1363
TAGAGCA(60.157 20 2632 7509 10140
AGCCCTTT|59.17 20 235 10244 10478
CGCCCCAA59.993 20 1017 43 1059
GCCTTCTT{59.803 20 413 2622 3034
TTTGAGGA59.396 21 1997 1246 3242
GCCAGTGA59.997 20 812 3186 3997
GATGGGA]60.303 20 1562 1194 2755
CCAAACGA60.081 20 282 3109 3390
TGTAAGT({59.716 20 127 2585 2711
ATATTGGT|59.653 20 899 3126 4024
GCGGCTCT60.104 20 670 2218 2887
CATTTGTT{59.542 20 525 4561 5085
TCCCCCTC(60.177 22 1792 27 1818
TGTCATGAS59.743 23 731 2107 2837
CCAGTATA58.791 25 338 3628 3965
TTCAAGTT|58.315 21 805 2850 3654
AAGCCCA(60.326 18 807 33 839
AGGAAAT(59.973 20 816 440 1255
AACAAAT(59.883 21 305 1132 1436
ATCGGGAA60.787 20 369 182 550
CCGTCCTA|59.528 20 1008 3813 4820
CATTGGCT|58.931 21 548 2534 3081
TTGGATC(60.329 20 482 279 760
ATGTCCG({60.578 20 311 1805 2115
GTATACG({59.022 20 2223 4531 6753
CTACAACA59.392 20 167 120 286
ATGCCATT|60.511 20 316 369 684
AACCACCA59.859 20 2144 1636 3779
CGTCCCA(Q59.499 18 711 17 727
CACGCCAT|59.656 18 362 3002 3363
GGGAAGA(60.693 20 813 1088 1900
ACTTGAC(60.159 20 472 3175 3646
CGTCTTG(58.917 20 1710 3367 5076
ATCAGCA(60.231 20 989 1807 2795
TGCTTATC|60.011 20 1218 2246 3463
TTGCCTAC|59.123 20 1532 362 1893
GACAAAG(59.549 20 786 196 981
GCGCTTCA59.596 20 1587 536 2122
GCCAGCG160.221 20 1268 1231 2498
AAGATGC(60.729 19 1049 2408 3456
AAATCCT(|59.483 20 1425 3859 5283




AGTACCT(@59.062 20 158 1380 1537
CAGCACC({62.799 18 329 658 986

GATGCAAT161.369 20 189 1042 1230
GATCAGGA59.658 20 184 3912 4095
CAAATTTC|60.044 20 611 4675 5285
GGGTCCG160.121 18 7954 506 8459
GGCTATG(59.714 21 176 1766 1941
CAACTTCC|59.844 20 543 2868 3410
CAGCATG(60.333 20 2157 193 2349
CCAAAGCA59.844 20 269 317 585

AGTACCT(@59.062 20 158 1380 1537
GTTGCCAA59.889 20 181 1452 1632
ATCGCCC(60.483 20 425 777 1201
TTGTGCAGE59.288 20 1181 4164 5344
AAATCCT(|59.483 20 655 93 747

AAGTGAT(59.323 24 825 3587 4411
CATCAAG({60.263 20 815 77 891

CCATAATA[58.597 24 1425 877 2301
TTGCAATA59.502 21 3471 818 4288
ATCAACCA59.813 20 518 4779 5296
GCCAATA(Q59.7 20 575 4062 4636
GAACAGG]60.307 20 1097 1113 2209
ATCTCCTT]60.226 20 2791 5512 8302
AACAAGT(60.453 20 911 261 1171
TACAGGC(59.829 20 1407 1572 2978
AGCTCTTC|60.996 20 322 93 414

TTCCATGC|59.474 20 665 1889 2553
ATATAGTT|60.081 20 1079 94 1172
GTCCCACE60.397 20 489 97 585

AACTTGAA59.621 20 748 2269 3016
AGTACCT(@59.062 20 179 2281 2459
CCTCAAG(59.982 20 190 2606 2795
CACCAGAT59.566 20 907 1879 2785
AATGAAG(59.037 20 3966 814 4779
TTAGCTG(E60.11 20 494 263 756

CGGCCAG(60.241 20 542 290 831

TTGACAG(59.007 20 669 811 1479
GATGCTG({60.205 18 1068 591 1658
GCGATAG(60.31 20 162 4008 4169
GGCTTAT({60.733 20 2927 200 3126
GACATCG(60.475 20 216 481 696

CTTCGCAA60.003 20 624 8196 8819
CAGTGAAT58.352 20 1581 223 1803
CGCTCATT|60.924 20 653 2663 3315
TTTGGAC(59.886 22 2430 127 2556
CAGAACCT60.042 20 1077 2536 3612
TTTTCCAC]60.465 20 716 3621 4336




GCAGCCGA59.962 20 250 1921 2170
AAAATGG(59.938 20 1011 31 1041
CTCCAGAA60.042 20 1126 504 1629
TGCCAAT(59.921 21 841 5423 6263
TAACAATT|59.875 20 898 327 1224
TAGCAGC(59.971 20 1057 303 1359
TCTTGCTT(60.117 21 504 1330 1833
CATCAAAT|59.894 20 747 621 1367
GGCCTCT(E60.096 20 901 1149 2049
TGTCGAAT|59.526 20 1728 181 1908
CTTCCCTC(60.044 19 1021 356 1376
AGTACCT(@59.062 20 179 2700 2878
CCAACTTC|59.982 20 1778 892 2669
TCATCCCA|59.927 20 167 3278 3444
AGTACCT(@59.062 20 179 1379 1557
TCGCTTCC]59.901 20 1194 1552 2745
AGTTGCA(G61.413 20 2548 220 2767
ACCTGGTT|59.844 20 865 1 865
CATGGCAT59.969 19 1017 510 1526
AGTTTGG(60.776 20 1949 350 2298
TTGAAAGT|60.18 20 379 1785 2163
AAGCATCT|59.95 20 381 1504 1884
TATGCGCT|59.718 20 1036 799 1834
CTCTGTCT{60.096 20 3602 2008 5609
TGACAGA(60.136 20 505 4409 4913
GACCAGC(59.894 20 555 4989 5543
ATGAACA(59.962 20 395 1096 1490
TGGTCGG(60.336 20 800 928 1727
TCCATGGT|59.2 20 391 11878 12268
TCCCTACA|60 22 1652 63 1714
TAATAGG(60.11 20 341 94 434
CAGGATTT[60.111 20 673 4093 4765
GGTGTCC({60.097 18 2482 1041 3522
ATTTCATT|60.061 20 1456 2403 3858
TACCTACT{59.989 20 659 1645 2303
AGTACCT(@59.062 20 158 1380 1537
TTTGCCCT(60.195 20 297 4644 4940
CTGCATCT[60.16 20 1983 1950 3932
CTCAATCA[60.111 20 1517 4119 5635
AGTACCT(@59.062 20 158 1380 1537
AGTACCT(@59.062 20 158 1380 1537
AGTACCT(@59.062 20 158 1883 2040
AGGGTCC(60.471 20 2044 4110 6153
TAGTGCA(Q60.273 20 958 470 1427
AGTACCT(@59.062 20 158 7251 7408
TTCTACCT(60.529 20 3229 359 3587
GCAGCCGA59.962 20 254 1978 2231




GCTTCAAT[60.532 21 468 2311 2778
CTTTGTCG|60.557 18 380 340 719
GGAGCAT(59.945 20 184 1629 1812
CTCCTTGA(60.022 20 189 1973 2161
GCTTGAT(H59.016 21 2557 45 2601
GCAGCCGA59.962 20 254 1980 2233
ACGAACA(60.776 20 1037 44 1080
ACGAACA(60.776 20 409 726 1134
GTTGGGG460.232 20 1485 241 1725
TTGGTGTT|59.726 20 182 2766 2947
TTACACCT]58.773 20 268 2057 2324
TTCAATGA59.67 20 1574 4327 5900
ACCCTGAT|60.342 19 2103 12227 14329
ATCACAT(|60.395 20 172 225 396
CTTGCAAE60.796 20 1998 215 2212
TTGCTGTC|60.032 20 1046 458 1503
AGCTGCC(59.786 20 1321 3524 4844
AGCGACG/60.081 20 1035 3058 4092
GGGTTCT(59.532 20 756 960 1715
TCAATGTT|59.287 21 1256 347 1602
CGGCGGT]60.481 20 3743 81 3823
CGGACAT159.927 20 354 7200 7553
ATCTTTGG|59.811 20 150 1888 2037
GAAAATT({59.829 20 614 2609 3222
CTCCACG(H61.184 20 223 689 911
GTAACGC(61.066 20 565 401 965
AACCCAT(E59.874 20 340 5264 5603
AGTACCT(@59.062 20 179 1991 2169
AGCACGAA60.058 20 1612 573 2184
CACTGTTC|59.467 20 239 2531 2769
GGTGATA159.894 20 221 2838 3058
GAACACA(60.009 20 2900 598 3497
GATGCTGT60.165 20 1422 169 1590
TGAGTCTE59.415 20 360 477 836
GGCGAAT]59.433 20 407 0 406
AGCCGATT59.925 20 329 6218 6546
AACCTCAT|59.557 20 2071 1076 3146
CGAATCTT|59.126 20 940 3120 4059
AGTACCT(@59.062 20 179 2942 3120
AGACGGC]60.796 20 2020 3934 5953
TCTGTTGC|60.05 20 1045 3686 4730
CGTCCTGAS59.77 21 587 885 1471
TTCATATC]60.001 24 421 54 474
GAGTATC(59.653 20 337 1233 1569
AGGCACA160.37 20 292 1165 1456
TCACAAC(60.088 20 439 1997 2435
CCATTCGT[59.933 20 240 2026 2265




GACCTTGT|59.657 24 317 2687 3003
AGTACCT(@59.062 20 158 2568 2725
ACGATGTA60.7 20 426 3791 4216
ATGAGCT(60.226 20 2320 32 2351
GCATTCAA61.535 20 727 2772 3498
CTTGATCA|58.23 20 155 3989 4143
ATCAGGA(60.7 20 1531 357 1887
TGCTCTGT|59.989 20 3016 480 3495
GTGATTAT|58.595 18 3519 252 3770
CCAACTTT{59.432 24 215 693 907

TACCCCTT{59.82 20 183 834 1016
GTCTTTCT({59.813 20 387 6039 6425
GGCCATGAS59.78 20 275 1654 1928
TCAATCAG61.129 20 571 408 978

GTCCATC(C|60.128 19 751 1023 1773
AAGGAGT|60.045 20 707 2451 3157
CCTGGTTE59.82 20 387 2256 2642
ACGACGA(60.766 19 2002 507 2508
GGTGCCT(60.585 19 430 1113 1542
AACAAGA/60.012 20 591 887 1477
GTTTAATA[60.061 20 2097 1517 3613
TTCATCTG|60.539 20 1378 606 1983
TCCATTCC{60.266 20 1569 122 1690
CCAACAG(59.813 20 1535 337 1871
TCCCAGCT|60.24 20 4015 1144 5158
AGCCCAAA59.993 20 254 3915 4168
CCCATCTG|59.933 20 398 47 444

GATCAGA(60.226 20 1008 3021 4028
ATCTGGCE60 20 406 1928 2333
CCAGCCCA58.949 20 180 966 1145
ACCGTCCT|59.655 18 395 160 554

GCAGGAA{60.263 20 253 3700 3952
TCCTCCTT(59.926 21 2850 5540 8389
TCATGAGA59.856 20 1387 5658 7044
TTGCAATA59.758 22 436 3731 4166
TTGGAGT(60.229 20 1679 3499 5177
TCCCCCAC|62.361 18 524 1153 1676
CATATAGT|59.449 20 2794 482 3275
ACTTCAGA59.579 20 231 5759 5989
CTCAGGTT[60.563 20 1129 2774 3902
CTGTCCAT[60.218 20 249 1498 1746
ACCGAAA(59.927 18 1109 177 1285
CACCCCAGE60.634 20 676 3149 3824
AAGATGT(59.243 20 1026 2392 3417
TGACTCGA59.989 20 544 1383 1926
GTCCCTCC|61.85 20 1291 77 1367
GAGCAACA59.88 20 108 2009 2116




CTGGAGG/58.889 20 1139 373 1511
GCTGGAA(59.141 20 533 4201 4733
CTTGGCG(59.993 20 1453 1711 3163
AGATCCTE60.421 20 545 1849 2393
CCTCCGGA60.962 20 3477 881 4357
GTGCCATT[60.272 20 433 3448 3880
AGCAATG(60.118 20 1731 385 2115
CGAGGAT(59.694 20 715 1980 2694
TTGGCAAA59.356 22 394 2675 3068
AGGGATTA60.061 20 733 3061 3793
GCAGGAA{62.088 20 215 4594 4808
TGGAGTT(59.609 20 294 212 505
ACTTACGT|60.285 20 184 3557 3740
TCAAGAGA59.496 22 2511 18 2528
TCACGTTT]60.14 22 460 4031 4490
TTTTCCAT(59.656 21 523 983 1505
ATCCACCA59.67 20 236 421 656
ATGACCAT|59.925 20 3409 592 4000
TGTCCCGT|59.904 20 432 5899 6330
GAGGAGT|60.156 20 1573 717 2289
ACTCATCA|59.685 20 562 52 613
CACCTTCG|60.074 20 1259 118 1376
GGAGCAG]60.284 21 690 3874 4563
ATCAGCAAS59.722 20 159 9849 10007
ACCACGGT159.997 20 1106 535 1640
GAAGTTG(59.682 18 1784 1894 3677
GCCTTGT(60.776 20 567 3243 3809
GCCTTGT(60.776 20 567 3243 3809
CAGAAGA457.856 22 4197 984 5180
AATCTTGA59.843 20 207 5690 5896
CCTTCTGT{60.298 20 272 2286 2557
ACGGTCTT|58.943 20 167 3392 3558
CTAGGAA(59.688 20 1936 1499 3434
TTGCATAG59.996 22 786 2800 3585
CCTCAGGA58.803 20 1168 283 1450
ATTAAGC(61.452 19 1689 17 1705
GCATCCC(59.757 20 328 1301 1628
GCAGCCTT[59.275 20 961 1135 2095
CCTTAGCA[59.059 22 1056 3959 5014
GGGATCA(60.226 20 211 45 255
CGATGTCT[60.02 21 1355 156 1510
TAATGAT{60.67 20 218 1100 1317
TCGAGGA159.91 20 654 94 747
AAGTTGC(59.837 18 407 81 487
TGGAACTA59.933 20 1315 2895 4209
GTGGCACA61.292 20 364 2762 3125
TGACCAT(@59.097 22 838 451 1288




GAAGACG]60.801 20 302 5711 6012
GTTGCTGA59.993 20 496 135 630
TGGCTCT(59.989 20 493 4908 5400
AGATCCTE60.421 20 545 1849 2393
CCAGGCA(59.898 20 418 697 1114
TGAGAAG(59.621 20 123 1285 1407
CCGCTGAA60.481 20 1975 446 2420
CCCTTCTT(59.844 20 1079 1952 3030
GCCAAGTT59.166 20 144 1260 1403
TGCTTTAC|59.332 21 800 417 1216
CCAAATCA59.499 20 184 2128 2311
AGCATGT(59.905 20 1136 712 1847
CCTTGAC(C|59.52 20 295 4198 4492
ATACAAAT|61.149 20 1329 1986 3314
GACACTG(60.032 20 672 3133 3804
TTGAATG(58.16 20 1252 139 1390
ATATCTGT|60.059 20 2860 6732 9591
AGTACCT(@59.062 20 158 10944 11101
CAACAGA157.679 24 248 969 1216
TCCAACGAS59.941 20 779 2579 3357
GCGCAAG(59.505 18 764 4543 5306
CTCGGCA(59.978 20 270 79 348
GGGTCCTT|58.664 20 657 311 967
AGTACCT(@59.062 20 158 2919 3076
TTGCGATT|60.775 20 438 10253 10690
AGTACCT(@59.062 20 158 2679 2836
CCTCGAA(Q60.224 20 208 1567 1774
CTCTGCTT{59.378 22 611 9467 10077
CAGTGTT(58.765 22 304 150 453
AGAAGCG/60.362 20 499 862 1360
GAAGGAT]60.008 20 4922 5565 10486
TAACACAA59.395 20 552 482 1033
CGTCTTG(58.917 20 2626 1936 4561
CTCCGAAA60.51 20 1039 6702 7740
GACTCGT({60.226 20 846 5 850
GATAGTT(60.606 20 489 949 1437
CTAGCAT(H60.096 20 1227 3229 4455
CCTACCTA(60.423 20 1007 1854 2860
AACCTTCT{58.792 20 199 6071 6269
TTCTTCTT(60.066 20 4039 616 4654
AGTACCT(@59.062 20 158 9761 9918
ACCCTTTG|60.225 20 594 11972 12565
CCGCTGGT61.235 20 3415 184 3598
CGGCTGAA59.923 20 1054 1611 2664
GTTGGAT(59.697 20 2717 9230 11946
CTTCAACC|59.989 20 653 19 671
ATGAGCT(60.226 20 1804 136 1939




ACTCATAG58.816 20 1469 219 1687
CCTGCAT(]60.136 20 2203 6126 8328
CCCATCA@59.708 21 1039 8807 9845
ACCATGAA60.544 18 205 642 846

ACCATGAA60.544 18 184 539 722

ACCATGAA60.544 18 193 629 821

TCCGGAA(Q59.638 21 167 1116 1282
CAGGGGT(60.103 20 334 3384 3717
TGACAACT|58.917 20 617 405 1021
TATCTCTC(60.537 20 376 2875 3250
CTTCGAG(59.95 20 2164 400 2563
CTGTCAC(C|59.962 20 1584 2035 3618
AACAAAC(60.156 20 654 1386 2039
GTCATTG(H60.12 20 1581 46 1626
TTTTTCTC(60.43 20 1202 5199 6400
CAAATGCA59.819 20 1182 32 1213
CAGTACT({60.012 20 1225 265 1489
TACCTGAA59.959 20 177 2805 2981
TTTACCGG59.887 20 450 722 1171
TTCCGGTT|60.452 20 992 1659 2650
TACCTGAA59.959 20 156 1380 1535
CCATCCTG|58.254 20 503 721 1223
ACCCGTCA60.119 20 429 145 573

AGTACCT(@59.062 20 158 2303 2460
AGAACTG(59.478 20 1141 108 1248
GAGATGG{61.795 18 258 249 506

TCACACCA57.16 21 1007 141 1147
CACGTTGA59.664 20 258 1438 1695
ACGAGAT(60.622 20 1822 1000 2821
ATCCCGTA61.019 20 409 4954 5362
ATATCTGT|60.059 20 2431 1784 4214
CGGCCTG(Y59.873 19 173 5567 5739
AAATTCCA|59.126 20 1160 1285 2444
GTCAAAG(59.989 20 221 471 691

GTCAAAG(59.989 20 199 456 654

GTCAAAG(59.989 20 199 2163 2361
GAACTCG(60.218 20 642 2072 2713
AGTACCT(@59.062 20 158 2594 2751
CATCAGT(H59.449 20 3403 416 3818
ATCACCG(59.009 20 452 122 573

ACGGTGA159.874 20 1424 3282 4705
GCACTGGA60.013 20 293 2346 2638
GATCGCCA61.264 18 3125 883 4007
GCTATCTC|59.797 20 223 4305 4527
GCTGTGC(60.065 24 1318 742 2059
GCTCCCA(H60.012 20 391 1780 2170
GTAACCG({60.176 20 1501 2548 4048




TATACCA(C|59.257 20 234 1518 1751
TGATTCAT|59.781 20 1306 127 1432
TCTAATTT(60.066 20 890 1891 2780
AGTACCT(@59.062 20 158 3183 3340
TGGTACG(60.301 20 681 2251 2931
CTGTCTTT|[59.161 20 1014 5584 6597
CACTGGT(59.966 20 471 2883 3353
CACCAAG(60.375 20 988 857 1844
CTGCACCA58.311 18 1324 111 1434
AAGAACT(60.298 20 291 1161 1451
CCTCCAAT|59.623 20 553 2673 3225
GTCTTGTC|60.214 18 712 630 1341
AAGAATT(59.268 23 1021 1205 2225
CCTTGGAT[60.21 20 534 209 742

CTCTTTCC]58.861 20 534 1254 1787
GATGTGA(59.975 20 631 3580 4210
GGAAGGA(59.036 18 908 1262 2169
TCCTTTCC]58.568 20 1731 325 2055
GTGGCAA(60.003 19 1030 15 1044
GGACCAT({60.727 21 1123 5308 6430
TTGATCCC|60.713 20 365 2642 3006
CCATCTTT{59.09 20 292 1054 1345
CCCGTTG(E60.005 20 1507 395 1901
CCATGGC(61.566 19 152 1372 1523
GTGCTAA(60.807 20 881 1291 2171
CTCACATT{59.831 20 1934 866 2799
ATTGTGA(59.939 20 587 376 962

CCACTGGA60.044 20 696 1710 2405
TTGGCGAA60.729 19 1281 1005 2285
TTTGATCC|58.541 20 828 5572 6399
CTGGCTCA58.882 20 506 14 519

TTGCTCCA|59.864 20 495 3840 4334
GAATGCA(60.081 20 566 628 1193
GGTGGTG(59.844 20 432 3451 3882
AACCCCAA60.246 20 254 680 933

TAAAAGC(59.975 20 2204 221 2424
CACCGAT(E60.144 20 569 502 1070
TTCTGCCC|58.298 20 435 5832 6266
CACCTTTT]59.993 20 421 1115 1535
CTGGTCCT[60.073 20 399 4014 4412
CCAGTTAT|59.55 20 700 903 1602
TCTGTTCG|59.525 20 204 1185 1388
AGCAGCA(59.621 20 517 754 1270
TTGCTGA(Q60.885 20 760 1461 2220
GGAGAAG|60.19 20 799 7862 8660
ACTACAGA58.65 20 1192 4156 5347
GAGAAGT(60.192 20 163 5264 5426




ATAACACE60.015 20 863 295 1157
CGTGATTAS59.002 20 582 128 709

ACGTGCA({60.021 19 2401 291 2691
TCGACAG(59.712 20 184 650 833

ACCGAAAT59.154 20 445 1991 2435
ACGAGAC160.466 20 2767 781 3547
CCATGCTT[59.691 20 1794 763 2556
GGAGCTT(60.34 20 220 165 384

TCCACAG(Q59.551 20 278 1650 1927
CTGAAGAA59.344 20 6044 294 6337
CCATTCCC|59.955 20 527 4176 4702
GTTCCTGH60.105 19 3077 178 3254
AGTACCT(@59.062 20 179 1380 1558
ATACTAG(59.364 20 402 147 548

ATACTAG(59.364 20 246 437 682

CCCCGAT(H60.647 20 221 654 874

CATCAAGA59.648 20 263 2648 2910
AGCAACT(60.058 20 474 869 1342
AGTACCT(@59.062 20 158 2643 2800
CCCGTAGA61.504 19 1459 612 2070
GATGCAAA59.992 20 246 2843 3088
CTGATGAA59.596 20 2431 726 3156
GTGGCCG59.82 20 565 639 1203
TCGAGGA159.91 20 657 1165 1821
TTGGAAG159.133 21 1374 2273 3646
AGGAGGG|60.258 20 298 598 895

TATCACCG61.003 20 373 194 566

CCGTCGTT|60.154 20 975 317 1291
TTCAGCCT|59.583 21 589 4138 4726
GGCCTTGT[60.211 19 699 311 1009
CAAGTAAA60.361 23 711 59 769

GGAGCAT]59.091 21 153 5845 5997
GGTGTCGAS59.927 19 342 2856 3197
TACCTGAA59.959 20 294 2756 3049
GTCACCAT[59.941 19 1808 473 2280
GTGCAAG(60.407 20 373 545 917

TACATTGT|60.111 20 739 1605 2343
AGTACCT(@59.062 20 158 2742 2899
GAGGGCT(60.261 20 1459 100 1558
CCATTCCC|59.955 20 530 558 1087
AGTACCT(@59.062 20 158 63 220

AAATACCE60.131 20 827 172 998

AGGAATCA59.166 20 641 157 797

ATGAGGA(59.929 20 301 766 1066
TCCCTCAG|60.191 20 216 4079 4294
AATACTC(C|59.845 20 412 3378 3789
AGTACCT(@59.062 20 158 7016 7173




CTCCCTTG(60.081 20 530 10300 10829
AGTACCT(@59.062 20 158 1380 1537
TCTGCATA]|59.694 20 3339 7235 10573
TACTTCTC(61.348 20 418 855 1272
CTCCCTCT(60.149 20 505 144 648
CAATTTGT|59.17 20 772 2450 3221
AAGATAAT60.103 20 1446 205 1650
CGTAATA(60.004 21 1896 307 2202
CCATTCCC{59.955 20 527 153 679
TACGGTAA58.093 20 687 1635 2321
CGGTTAG(59.084 20 957 3259 4215
CCTGCCTC|58.67 20 1026 1048 2073
TGCATCAA60.665 20 1483 2225 3707
GCGCCAA159.851 20 1057 1208 2264
GTAAGCC159.757 20 332 2767 3098
GTACCAG({60.249 20 1036 2894 3929
TGAGTTCT|59.069 24 378 7933 8310
TCCATTCC(60.266 20 1147 16 1162
GCAACATT[58.872 20 372 2703 3074
TGAATAG(59.528 20 1049 959 2007
ACCATAT(|59.805 20 602 1053 1654
AACCATA(59.732 21 1355 610 1964
ACACTCC(|59.187 20 763 701 1463
AACGCGG161.016 19 1163 1521 2683
CACATTCC|59.716 20 730 2743 3472
CCGTGAA(59.989 20 1217 3899 5115
CTTGCAAA59.225 20 255 355 609
AACCAGAT59.925 20 615 226 840
AGGGACT160.307 20 287 4799 5085
TGAACCT(60.232 20 2940 3533 6472
CTGAGGCA59.322 20 179 1150 1328
GTTTCTTC]59.676 20 131 408 538
TAAGTTGT|59.964 20 1337 2239 3575
GCTCCTAA[59.942 26 689 5341 6029
GGCTTGA(59.997 20 426 5630 6055
ACAACACA59.82 20 1592 98 1689
TTCTCCGT{59.682 20 719 4759 5477
TTTCACCA]60.033 21 1231 7818 9048
CCTTATCC{57.348 20 348 678 1025
CCGGCTG(60.419 20 1378 49 1426
TGGGTCAA59.935 20 301 4799 5099
TCCACACGE59.697 20 645 1763 2407
AAGCAAA(60.257 20 139 7357 7495
TAGAGTAT60.374 20 239 372 610
GTGTCACA60.009 20 1942 2054 3995
CATTGAGA59.209 21 1597 3764 5360
CCTCCTTT]59.886 22 1735 4993 6727




TGAAGGC(59.938 20 1590 5722 7311
TCTTCATG(60.182 20 1325 1673 2997
GATCTTCT]|59.434 20 928 107 1034
AGCTGTA(60.74 20 821 4069 4889
AGCGATA(59.971 20 1552 1160 2711
GCTGCTG(59.957 20 808 866 1673
TCCATTCA|60.067 23 285 2826 3110
CTCCTCGA[60.978 20 163 300 462

TCCACACGE59.697 20 349 2099 2447
CCTCGCGT|60.944 20 2587 1714 4300
GCAGACA159.83 20 789 7031 7819
TTCCCTGG|60.214 20 190 2362 2551
CAAACTC(59.734 20 809 137 945

CAACAACT|60.023 23 137 1002 1138
AAGCAGG460.015 20 587 316 902

CCAAGTG({60.865 19 522 127 648

TGGACTC(58.366 25 1917 207 2123
AGCATGA(60.945 20 545 4838 5382
GCCCCCTE61.203 20 264 3017 3280
ATATCTGT|60.059 20 3210 6071 9280
CGAACTTT[59.711 20 411 93 503

TCGGAGA159.773 20 916 1474 2389
AACCAGAA59.786 20 641 403 1043
TCTAATTG|59.777 19 333 1888 2220
ATGTATCGE60.469 20 114 2364 2477
GTTTAACA57.98 20 594 927 1520
TCATCCAA|60.331 20 729 5118 5846
GAAACAAA58.653 24 1263 29 1291
GCCATATT|58.453 20 1705 499 2203
TGCAGAG(60.539 20 944 610 1553
GGCTTGA(60.118 20 185 1640 1824
TGCCTTTT(60.237 21 1033 179 1211
CATGTCGAS59.028 20 518 3480 3997
CTTCCGAA[59.948 20 682 7398 8079
GGAATGA459.939 20 404 2097 2500
CACTTCCA(59.873 20 1348 3080 4427
CTTTTATC(60.031 20 515 513 1027
AGTACCT(@59.062 20 158 1380 1537
TCAAGTG(59.726 21 1318 4194 5511
GATGTCG160.12 20 253 539 791

TGGTCAG(59.112 22 1055 224 1278
TAACACAA59.964 20 490 910 1399
CCGTGTT(60.302 19 1659 965 2623
CTCGGAAT59.086 20 2260 88 2347
AGTACCT(@59.062 20 158 1380 1537
TGAAAAC(59.654 21 1906 446 2351
ATGGTGCT)59.859 20 1468 80 1547




CTGCAAC({60.136 20 5065 2823 7887
AGGTGGT(59.962 20 602 11332 11933
GGCTTGCT|59.979 20 382 508 889
TGATCCAT|59.327 20 1325 806 2130
GAAATGC158.966 23 1914 322 2235
CTTCCCAT{60.111 20 863 2148 3010
CGGCATG160.596 20 1441 1706 3146
AGGAGAC]|60.073 20 1697 789 2485
CAAAAATT|59.809 20 321 1602 1922
TTGAAGTT|59.67 20 1062 273 1334
TCCCCGTT|59.04 20 1639 2305 3943
TTGCTGTC|59.905 20 282 3439 3720
CGGAACCA59.219 20 814 1499 2312
TGCACTGT|58.732 20 1421 286 1706
CAGTTGCAS59.64 20 1967 1414 3380
GCAGTACA59.101 20 1609 394 2002
GTCTTGAT|60.887 19 1601 2088 3688
TCTTGCAT|60.334 20 546 1618 2163
CTTCTCCT]59.555 19 3354 513 3866
TTGGCACA59.992 20 216 3979 4194
CCATGAA({60.192 20 388 431 818
TCAGGCTT|60.493 20 354 557 910
CCCTGTCG[61.302 20 1172 1053 2224
GATCTTGT|61.484 19 204 166 369
GCAAGAC(59.455 20 1599 876 2474
ACGACCCT|60.306 20 451 939 1389
GCCTCGCA59.786 20 1014 0 1013
TGTCGTTA|59.758 20 577 2370 2946
CCGTAGA(59.641 19 164 2535 2698
AGTACCT(@59.062 20 179 5000 5178
CCAGTCG({60.232 20 421 585 1005
GAGCTGC(62.254 18 273 1443 1715
CCAGAATT|59.184 21 443 19546 19988
CGTCATA(Q60.217 22 995 2814 3808
GCGGCTCT60.104 20 670 2387 3056
GCGGCTCT160.104 20 670 6164 6833
GCCTGAC(59.644 20 190 1072 1261
TCAATAG(E59.694 20 1111 2535 3645
GGCTGAA159.923 20 396 3846 4241
CTCCGTG(H59.966 20 726 1409 2134
TTGGGCAA60.012 20 550 2401 2950
CTCGGAA(60.089 20 1829 369 2197
AACATCG(57.916 21 1163 894 2056
CTTCATCT|60.452 20 391 2162 2552
TTGCCGA(Q59.952 21 3890 2229 6118
CCATGGT({60.634 20 469 3429 3897
TCCAAACT|60.103 20 1908 296 2203




GCTATGC({60.022 20 3202 411 3612
ACCACGAT|59.166 20 731 759 1489
ACCTTCCG|60.786 20 2144 477 2620
AAGGTTG(60.111 20 721 2126 2846
TTTCTCCT160.184 20 1664 315 1978
AACCTTCG|59.308 20 1046 5745 6790
ACTGAAAT|59.878 19 435 3949 4383
TGGGAAG(60.042 20 1014 1107 2120
GTAGATG(58.573 20 3779 4629 8407
CCGTAAAT|57.396 23 817 120 936
CAAGCGA(59.942 20 232 2266 2497
CGCATGAA59.132 19 168 3686 3853
ACCGACAA59.245 20 1116 456 1571
CATGCAA({59.911 20 1775 351 2125
AGAAACCT59.328 20 432 2324 2755
ACGCTTTT{61.019 20 682 1940 2621
CTTCTTCT(60.126 20 352 394 745
TCATGATT|59.127 20 218 1378 1595
GCCATAAT|59.513 20 426 2839 3264
TCCACACGE59.697 20 657 10012 10668
GTCGCAC(60.526 20 663 148 810
AGTACCT(@59.062 20 158 1380 1537
AAAACAA/59.976 20 673 2779 3451
TTCTGATT(60.426 20 774 331 1104
CGTGTTGT|59.64 20 682 215 896
GGAAAAC(59.916 20 892 265 1156
AACAGAA(60.253 19 1017 1879 2895
AGTACCT(@59.062 20 158 1380 1537
TCTCCTCGY62.453 18 624 778 1401
AGGCACA160.37 20 292 698 989
TCCTATGA|59.138 21 266 2167 2432
TGAACTC(E57.287 20 790 147 936
GAGGTCC(59.492 20 653 751 1403
ACCCATCGE60.622 20 327 222 548
AGCACGG159.746 20 298 1220 1517
GCTAGCTA60.914 20 1597 2901 4497
TGCCTTAA|60.258 21 2348 2663 5010
GCTAGCTA60.914 20 1040 382 1421
TTGCAGAA60.637 20 888 1168 2055
TACCTCG(60.27 20 529 1147 1675
GGAGAGC|60.576 18 2103 635 2737
GGCCATCT|59.508 20 975 1973 2947
CATCCAGT[59.962 20 1092 1218 2309
CTCCCTCG|60.038 18 1890 189 2078
TCCGTCCT|57.888 20 942 33 974
TCATAATG 60.467 21 497 2444 2940
TCGTGATT|59.287 21 337 966 1302




CACAAAT({59.507 25 1168 3226 4393
TAATCTTG|60.036 20 163 4371 4533
GCCTTTGT[58.629 22 812 52 863

CTCCTTGC|59.679 20 444 265 708

GATGTCGT60.12 20 179 301 479

CCCTTCTC(58.866 20 411 6014 6424
GAACACCA61.318 20 3982 301 4282
GTACCAA({59.41 20 651 763 1413
CAGAATA(59.971 20 720 1428 2147
ACCCTGT(|60.856 19 200 2491 2690
AGCTGAA(60.015 20 1012 507 1518
AGTACCT(@59.062 20 158 1380 1537
TATCCTTC]59.622 20 1926 129 2054
ATCAGCCT|61.118 18 1680 2306 3985
CAAGCTT(59.96 20 176 2770 2945
GGAACTGA59.762 22 1254 1774 3027
TGACGCT(58.089 23 2656 1973 4628
AGAACTCA59.988 18 563 5326 5888
AGCGCACT60.602 20 767 799 1565
GATCAGGA60.278 20 291 525 815

GCTATCA(60.348 20 315 3978 4292
GCTGTATT[61.401 20 1539 707 2245
GATCGAC(59.901 20 1514 282 1795
TCCTCGAG59.973 20 445 553 997

TGTAGAG(59.312 20 1357 1397 2753
TGTTGGTE60.152 20 708 3593 4300
ATGATCTGE60.769 20 736 788 1523
CTGAGCT({60.096 20 340 1672 2011
TGGTGCTA60.678 20 802 1792 2593
AGAAACT(60.247 20 721 127 847

AAATCCAT|60.074 20 1041 678 1718
CAGCAGCA59.988 20 437 3065 3501
TCAGGTCT)59.003 21 724 1468 2191
TCTCCCAT]60.135 20 1266 153 1418
ATGTCCG(60.578 20 313 1805 2117
GAGGCCT(59.499 18 1277 38 1314
CAAGGGC]60.964 20 201 2822 3022
AGTCGTC(59.969 20 688 350 1037
TTCTTTCC(60.375 20 1245 698 1942
AGTACCT(@59.062 20 158 1380 1537
AGGCCCGA59.962 20 258 453 710

TCCCTCTG|61.35 18 305 116 420

AGCGTCGA60.35 19 259 137 395

ATGAAGC/60.255 20 1394 1568 2961
GGTAACTT[60.111 20 204 528 731

GGGAATG{59.661 20 303 2228 2530
TGTACCCA59.82 20 176 3449 3624




TCACTGGAS59.803 20 700 1160 1859
ATATCTGT|60.059 20 2940 3237 6176
AGTACCT(@59.062 20 158 7524 7681
AGTTCTG(59.067 21 653 4332 4984
CCCTGTGAS59.401 20 1162 262 1423
CACTTCTT(60.571 20 1064 462 1525
CGCTCTTG[59.945 20 373 1318 1690
AGTCAGT(60.757 20 242 1418 1659
CAATCCTG[60.363 20 398 875 1272
AGAAACG(59.904 20 1153 987 2139
CCCGGCGA62.168 20 1610 2321 3930
GCACCTCA60.035 20 1442 19 1460
CTAACCTC|60.299 20 666 5678 6343
ATGGGAC/59.82 20 805 345 1149
GGGGATC(60.169 20 1593 1103 2695
TTGGCTAG60.344 20 317 3423 3739
CTCCTAG([60.012 20 1136 325 1460
CCTTGTCC|58.287 20 590 3183 3772
TCGTACTT(59.441 20 2752 255 3006
GCTCAGG(59.604 20 2692 278 2969
AGTACCT(@59.062 20 158 6110 6267
GGCCATGA60.812 20 2570 323 2892
TCCAGCCA60.112 20 138 329 466
TATATCCC|59.64 20 333 3656 3988
AGGGATA160.006 19 685 873 1557
GCCGATTT|59.962 20 174 2052 2225
CTAGCCG(60.384 20 1027 30 1056
AGTACCT(@59.062 20 158 1380 1537
GTCCCTCT][59.986 20 2065 2544 4608
TTTGCATG|59.271 21 1888 2926 4813
ATTGTCTC{60.226 20 938 2478 3415
GTACGTG(60.397 20 249 306 554
AGTACCT(@59.062 20 158 2473 2630
CACGGGA(59.3 20 886 892 1777
GGGGAAG|59.955 20 903 871 1773
GCCATTG(59.962 20 1346 914 2259
CAAACAAA60.351 19 922 1461 2382
TCGAGCTT|60.235 21 833 1513 2345
GGCTTCA({58.659 21 377 274 650
TCCACACGE59.697 20 671 2321 2991
ATCTCGTA|59.904 20 759 515 1273
AAGGACA(60.015 20 1481 39 1519
GAGTATC(59.653 20 337 1233 1569
GAGGGAG|59.651 20 2651 10403 13053
AGTTCCAT|61.192 20 5076 2167 7242
GATGCAG159.261 20 2939 616 3554
TAGGCAA(59.836 20 417 258 674




CAGATTGT[60.112 20 753 7430 8182
CACCATGT|60.008 20 444 443 886

TCAAGGG(59.953 20 483 317 799

TTCTCAGC|59.836 20 253 2602 2854
TATGTGC@E59.93 20 2041 170 2210
CATGATAA60.227 22 1256 2781 4036
ATACGCTA60.832 19 328 386 713

AGGCACA160.37 20 293 722 1014
ATTTCTCC(59.629 20 310 172 481

GTTGACA(59.819 20 5938 104 6041
CATGGGC160.073 20 2488 1821 4308
CCAGCATT|59.239 20 1121 2118 3238
TCTGTTGC|60.05 20 1039 1138 2176
GCACTTG({59.847 20 792 1021 1812
CGGCCTG(59.873 19 173 1380 1552
AGCATGT(59.905 20 410 12 421

CAGTGCA(60.449 20 669 3839 4507
TACAGAA(60.246 20 470 783 1252
GCAGAAG{59.902 19 1797 765 2561
GCTGACG(59.297 20 1018 30 1047
GTTTCTCG|59.333 20 883 1208 2090
TCCATTCC(60.266 20 929 1104 2032
AAGACTT(60.118 20 503 200 702

TTGCTGCA59.948 20 1280 619 1898
TCACAGA(Q59.637 20 146 3365 3510
GAACGAC(59.569 20 788 1119 1906
TACCGCGT)57.081 21 140 104 243

AAACCATA59.939 24 1084 509 1592
CTCCGGCT[61.965 18 885 337 1221
CAACAGA(59.389 20 315 341 655

CTGCCACT[60.218 20 808 1055 1862
TCAACCTT(58.823 21 275 1904 2178
GCTTCACC59.997 20 1866 249 2114
CTCAACAA59.626 21 501 182 682

AAGCAGA460.277 20 198 1442 1639
CGTCTTTC{62.278 18 1047 288 1334
GGCCACA(60.142 20 1734 213 1946
AGTACCT(@59.062 20 158 1380 1537
GTCTCCTC{58.388 18 554 876 1429
TGCCCCA@59.836 20 750 288 1037
AGTACCT(@59.062 20 179 1380 1558
TCATTTGG|59.767 20 1015 2980 3994
ATCTGGTA60.285 20 1214 123 1336
GGCCTTGA60.214 20 1163 2689 3851
GGCCTTGA60.214 20 1163 478 1640
GGAAACC(59.897 20 2950 525 3474
GTTGATGAS59.776 20 206 338 543




TCAATTCC159.525 20 668 6509 7176
GAAGTCG159.152 20 1264 2106 3369
TCCATCTC]59.886 20 1923 2025 3947
AAAAAGG(59.94 19 529 6176 6704
AGCTGAT(59.222 22 303 9764 10066
ATTGGAG160.074 20 597 2017 2613
CGTCACC(59.984 20 653 3303 3955
GCCATTCT|59.81 20 2511 204 2714
ATCGACT(60.222 19 3152 2864 6015
TCGACAGA59.88 20 1121 70 1190
TCACATTG|59.525 20 1234 154 1387
GGGAGTC458.912 22 1107 11515 12621
TGGTAAGA59.124 21 630 12833 13462
GCGTCCAT|60.34 20 207 3402 3608
CTGCCGCT[59.911 20 913 159 1071
CAGCACCT[59.152 20 715 1131 1845
GTACAGC159.501 20 1837 882 2718
ACCAGGTA60.517 20 2066 199 2264
TTCCTTTCAS59.659 23 7862 463 8324
AACCCAAA60.399 20 1044 326 1369
GGACTTGA61.16 20 1313 1558 2870
AGCCGTCT|59.882 20 286 1428 1713
CGCTGAG(60.678 20 645 2179 2823
CATAATTG[60.235 19 275 2066 2340
CGTCGCCAS58.905 18 1748 1313 3060
GGCTGCA(59.542 19 1231 2154 3384
CTCCGCCT|60.024 18 168 378 545
CTTCGAA(Q59.873 20 198 1256 1453
CCATGTTC|58.623 20 2732 2763 5494
GCACCGA(60.47 20 298 50 347
CCTTGCTG[60.119 19 2193 248 2440
AACTGCCT|60.074 20 348 7630 7977
GAGGAAG|58.796 21 413 2304 2716
GGCGAGG(59.241 18 1376 4302 5677
TCCAGTGAS59.986 20 495 5648 6142
TCCACACC(|59.283 20 624 142 765
ACACCAC(60.151 20 154 328 481
GACCACCT|60.421 20 1817 3842 5658
CCTCCAAA[59.143 20 1225 1353 2577
CCAAATTA|59.564 20 235 1684 1918
CCCTCTTC]60.175 20 409 1797 2205
CCCCCTCT{60.042 20 535 2628 3162
ATTTTTCCA60.029 20 513 9 521
GGCAGAT(60.126 21 842 3069 3910
AGGTGAT(59.697 20 2653 237 2889
GTTGCAT(60.492 20 462 2440 2901
GCTGGTCT|59.851 20 703 1871 2573




TTTTTCGT(60.227 20 408 3425 3832
TCCAGTGT|60.001 20 214 995 1208
CAACACCH60.065 20 1000 438 1437
AAGATCAAS59.753 24 773 683 1455
CCTTCTTC(60.067 20 789 1305 2093
AGCATGT(60.032 19 505 2586 3090
CAAGATC(60.073 20 5197 462 5658
AGTACCT(@59.062 20 158 1380 1537
CGATCGTT|60.397 20 1683 6759 8441
AGTACCT(@59.062 20 158 10995 11152
ATCTCCAC|59.685 20 534 797 1330
TTAACCAAI60.399 20 859 1363 2221
TTTTTGGT(57.025 21 538 1619 2156
AAACGAG159.992 21 634 2606 3239
AGTACCT(@59.062 20 158 8755 8912
CTTGTTCT|60.11 20 520 1412 1931
CCAATTCT]59.903 20 1315 347 1661
GATCACCH60.054 18 738 5464 6201
CAGAACT(59.889 21 3508 872 4379
GGTTCAC({60.353 20 2570 25896 28465
GAGGTCG(59.312 20 1962 29750 31711
GGCATTGA60.304 20 747 549 1295
AGTACCT(@59.062 20 158 7243 7400
CGTCAACT|59.494 20 345 7483 7827
AGGCACA160.37 20 293 698 990
TCTGGTG(59.897 20 1472 88 1559
GGGAATA(60.096 20 835 342 1176
GGCGGTA(59.572 18 1393 5 1397
TTCTCCCT]58.875 22 1083 4380 5462
AAAGCCA/59.843 20 317 6 322
GGATATC({60.861 18 689 1028 1716
CATTTGGA60.096 19 513 4874 5386
GAAGCGC460.971 20 292 5601 5892
CAATTGAA61.266 20 1334 366 1699
TTTGGGT(E59.297 20 307 2434 2740
GTGGTGGA60.088 18 212 4629 4840
TACCTGAA59.959 20 156 1344 1499
TTCCAGTC|60.051 20 8148 6011 14158
AGGTTGG(59.736 19 1361 2001 3361
CCAATCG(61.607 18 537 7 543
AGTACCT(@59.062 20 179 1380 1558
CTGGCCTT|60.366 20 598 449 1046
CACCACT({60.627 20 2291 205 2495
ATGGCTT(60.111 20 784 22 805
AGTACCT(@59.062 20 158 2534 2691
ATCCTGAA59.67 20 235 10 244
CAGAGTTT|59.201 21 1129 26 1154




AAATATG(59.929 20 1344 3373 4716
CAGTACT({60.012 20 1043 4967 6009
TCCACACGE59.697 20 635 1819 2453
TGCCTTCC|59.953 20 2069 196 2264
CCTGGAAA60.067 20 479 4105 4583
CCTTAAAA60.792 20 915 6486 7400
TGTTCATA|59.972 24 713 10242 10954
GGATGGC(60.99 19 1855 2633 4487
TAAGGGA/59.308 20 417 63 479
TCCTCGGT|60.111 20 969 96 1064
AGTACCT(@59.062 20 158 1380 1537
CCTTCACT{59.521 20 3753 642 4394
TGGTCCAT|60.402 20 1245 4491 5735
CACTTTGG[60.152 20 1242 2315 3556
CCTGCAG(60.374 20 1533 3537 5069
TCCTCCGC|60.218 20 192 595 786
TAGGGAC160.452 20 368 1651 2018
AGAGGGT}59.848 20 238 954 1191
AGGTTGTA60.126 19 1018 582 1599
TGATGGTT)59.727 20 143 2099 2241
CGAACCCT|60.149 20 870 49 918
TCTGTCCC|59.827 20 314 108 421
TGCATTGT|59.67 20 2232 864 3095
TAGTCTGA59.897 20 1289 100 1388
GCAATAT(58.342 23 610 4030 4639
ATGTCAG(59.82 20 560 4368 4927
GCAGCCGA59.962 20 254 1973 2226
TTTGCAGGE60.214 20 956 178 1133
CACACGA(59.676 20 507 3660 4166
CCTCCCTC]60.6 18 480 6832 7311
ACTGCCAT|59.535 19 330 624 953
CCAATGA({61.001 20 529 86 614
GCAGTTGAS59.366 20 643 8 650
CGTAGAG159.034 20 450 1675 2124
GCGGCTCT60.104 20 670 7279 7948
CGATCGA(59.859 20 831 15 845
GCTCACTE58.95 21 312 2703 3014
AAATGCA(59.939 20 1028 15 1042
TGCAGGA(59.415 20 335 18 352
ACACGAC(59.853 20 3407 64 3470
TGCCTCTC|60.277 20 1026 2792 3817
TCCACACGE59.697 20 657 1617 2273
ACATCTCC|61.192 20 8159 369 8527
TTCCTCAT]59.631 21 2258 2349 4606
AGCTACCA59.639 20 1798 280 2077
TCCCTCTG|60.624 20 811 2071 2881
TAGCTAC(J60.11 20 1667 6641 8307




GATGTGG(60.135 20 1612 739 2350
AGTAAGG]59.994 20 2073 449 2521
TGCTCAAT|59.68 24 696 87 782
CCCGTACT|59.721 20 6070 230 6299
CAGCAAGA60.073 20 7520 6827 14346
TGATATCC(C 59.883 20 748 755 1502
TTTGGGT(@E59.297 20 353 3223 3575
TCCACACGE59.697 20 309 755 1063
TATCAATA|58.599 20 308 854 1161
GTGCGGA]59.694 20 1058 9139 10196
AGCTGAA(59.401 22 613 3883 4495
AGGTCGTT59.34 20 475 6848 7322
TGTCATCG59.332 21 915 7496 8410
CTCGAAT(57.865 20 986 8388 9373
TAGTCGTT|59.745 20 2045 446 2490
CTTCTTCA(60.291 20 2467 693 3159
TGCCAACT|59.591 20 958 728 1685
AGTACCT(@59.062 20 158 2631 2788
GTACGGCA59.502 19 601 4965 5565
GATTGAG(59.878 19 718 1581 2298
ATTTCACC|59.945 20 839 23 861
GCATCAG(59.207 20 1237 79 1315
AGTACCT(@59.062 20 179 1378 1556
AGTGCTT(59.817 20 241 253 493
GCACGAA(58.909 20 922 756 1677
CGTTCGTT[60.073 20 260 218 477
ACGCTTCA60.132 20 148 4154 4301
GAATGCT(59.973 20 178 6752 6929
GGGCACT(59.942 19 443 425 867
AGTACCT(@59.062 20 158 2521 2678
AGAAGCC(59.357 20 1399 3135 4533
TCACGTTT|60.134 20 1223 2008 3230
AGCCAAT(59.7 20 3971 352 4322
TGCTGTTC|59.873 20 1813 574 2386
AGGAGTG/{60.695 19 219 1335 1553
CCGAGTAA59.823 20 249 1695 1943
TAGGTGG159.591 20 1018 515 1532
GCAAAGCA59.726 20 676 3760 4435
TCCATTGT|59.956 21 757 5230 5986
GTGTCTTG59.912 20 2242 1224 3465
TGGTCGA(59.187 20 600 2233 2832
TGAACCAT|60.453 23 330 2674 3003
GGAAGAT(60.169 20 789 1733 2521
GGCTTGA(59.997 20 404 2759 3162
AGTACCT(@59.062 20 158 2596 2753
CTGTATCG|60.668 20 1599 396 1994
TGAGGTAA60.081 21 904 6471 7374




GACAACCA59.555 20 401 1626 2026
AGACCCTT|58.646 20 388 543 930
CCTTCTTT159.067 23 428 1689 2116
TAGCCCCQ60.514 20 1084 19 1102
CCACAAA({60.298 20 193 1656 1848
AGAAACA(59.076 21 283 6004 6286
TCCTGGGAS59.123 20 719 11226 11944
TGAACAA(59.293 20 668 231 898
GGGATGT]59.797 20 916 1714 2629
GCAACAT({59.82 20 897 159 1055
TGGACTTT|60.565 21 864 2319 3182
GCTGCTTH61.006 20 2025 183 2207
TGGTTCTT|60.666 23 2298 1096 3393
CATGTTCA[60.343 20 920 3621 4540
TGACAAA(60.297 21 3145 1196 4340
CCCCCTGT[59.473 20 279 4876 5154
AGTACCT(@59.062 20 158 2749 2906
CTCCTTGA(60.022 20 189 3320 3508
CGATGTT(H60.152 20 652 927 1578
GGTGCTC(60.361 20 318 442 759
TGTTTTCC(60.671 20 173 2833 3005
CCACCAA({59.873 20 994 4155 5148
TCCACACGE59.697 20 374 1396 1769
TCGTCGAT|59.813 20 990 3192 4181
GGTGATG(60.924 20 190 4139 4328
CTTCTTCT(59.993 20 2127 11535 13661
TTGAAAG(61.046 20 1643 1992 3634
AGGTCTC(60.527 20 544 5014 5557
CTTCAAAT([60.201 18 245 322 566
GAGCATC(59.837 20 188 1324 1511
CCGAGTAA59.823 20 273 2374 2646
CAAGCACA60.065 21 469 62 530
CAAGCAG(60.065 21 1001 514 1514
ATATCTGT|60.059 20 3143 5741 8883
CTTCGCCT][59.99 20 638 3949 4586
GATGTTTH60.272 20 782 4567 5348
AGCTGCT(60.916 20 387 348 734
GCAGCTGA59.992 20 124 316 439
TAGCGCT(60.14 20 282 1084 1365
AGGCACA160.37 20 292 698 989
TACCATTT]60.096 20 1336 4 1339
CTTCTCCT(59.864 20 1512 701 2212
GTGGGTG]60.395 20 419 43 461
GAGTATC(59.653 20 337 1233 1569
TGGGATC160.003 20 512 115 626
GAACAGA(59.663 18 134 4831 4964
ACCAGCT(59.907 20 914 238 1151




AAATCCT(|59.483 20 657 93 749

GCTAAAC(60.214 20 1997 242 2238
CAAACGGA60.745 20 627 171 797

TGGGATA(60.537 20 2545 217 2761
TCTTGGTC|60.266 20 1050 4006 5055
CCTCCAAA[59.143 20 1423 1352 2774
CTTTACGC|59.96 20 2610 1169 3778
CCAAATTA|59.564 20 213 1536 1748
CCCTCTTC]60.175 20 398 1727 2124
GAGGCAA{59.234 21 870 433 1302
CCCCATCC|[60.011 20 268 1310 1577
CACCAAG(59.734 20 851 4066 4916
TACTCCCC|59.55 20 236 2499 2734
TGTCAACT|58.767 24 484 2125 2608
AAAATCAQ57.669 23 244 52 295

TCATCAAG59.955 20 639 2048 2686
CCTTGGAT[60.495 20 2208 2317 4524
TCCAGTGT|60.001 20 183 4734 4916
CTTTCTTC(59.252 20 1022 1362 2383
GAGAGCC(59.989 20 787 745 1531
CCATTAG(H61.326 20 334 270 603

TCCTTCCT(60.523 20 797 15 811

TTGATCTT{60.461 20 92 792 883

TCGTGGTAS59.74 20 441 246 686

TTTTGGGAS59.767 20 1312 871 2182
AAGAGGC|57.387 18 1627 605 2231
ACCGACC(60.132 20 1443 1296 2738
TTTTCCTC(59.361 20 321 2936 3256
TAAAAGCA60.368 20 543 3695 4237
TGGTTTAC59.964 20 149 3837 3985
ACGATCA(60.16 18 268 3951 4218
CACCACAA59.52 20 833 41 873

TTGAGACT)59.831 20 6543 320 6862
AACTTGAT|61.014 20 1028 219 1246
ATATCATT{59.468 20 348 74 421

ACCACTC@E59.105 20 227 1066 1292
ACGACCT(61.262 18 1092 1213 2304
CAGGGTT(60.073 20 368 2586 2953
TCGAGGCA59.717 20 1933 201 2133
CCTGCAGT[60.555 20 520 277 796

TCTTCCTCA59.929 23 2189 25 2213
TGAACAAT 60.002 21 633 7960 8592
GCTTGGCAS59.985 20 975 8626 9600
AGCTACCA59.639 20 2205 4154 6358
GGCTTGA(59.997 20 509 8622 9130
GGAGAAC{60.048 20 236 297 532

AAGGTTTT|58.129 23 357 686 1042




AACTTGAT|61.014 20 1043 992 2034
GCCCGACAS59.734 19 515 55 569
GATCCATT|60.036 20 818 946 1763
TATCACCT|60.073 20 2722 257 2978
TTGGCCAQ60.051 20 507 3086 3592
GTCTTCTC{59.166 20 635 2871 3505
ATTGCTAC|60.278 20 1249 497 1745
AGCTTCA@59.176 19 177 7 183
TCAGACTT|59.903 20 188 3084 3271
GAACTGCA59.88 20 231 3994 4224
CACGACA(59.988 19 5206 1725 6930
TTGAAATT|60.049 20 667 364 1030
TGCATGTAS59.895 20 1903 40 1942
CAGGCGG(60.246 18 333 176 508
GTACCTGAS59.449 20 157 9578 9734
CAGATGT(59.831 20 707 1686 2392
GTGATCA(59.189 20 163 229 391
TGTTAGA(Q60.088 20 578 629 1206
GTCGCAC(60.526 20 282 432 713
AGTACCT(@59.062 20 158 702 859
GCCCAGAA60.051 20 946 37 982
ATGCGTC(60.12 20 218 9585 9802
TTGAAAGT 58.551 23 2642 10037 12678
GCATGGT(61.188 19 162 2815 2976
AACTTGAT|61.014 20 1071 177 1247
ATGATCC(59.843 20 365 612 976
GAAGATG(59.694 20 758 8167 8924
CCAATCA(Q59.648 20 296 1508 1803
CTGAGTC({60.668 20 585 6831 7415
TTTGTCGC|60.643 18 676 404 1079
TGGTTCTA|58.96 21 552 9540 10091
AGGTCATT|60.074 20 215 585 799
CCATTCCC{59.955 20 527 5675 6201
ACCCTTTA(59.734 20 1062 374 1435
GAACAGC(59.56 20 725 1416 2140
TGAAGAA160.051 20 1558 623 2180
AGCAGAC(60.255 20 2480 5460 7939
CCTCTGA(60.262 21 980 11135 12114
TTGGCAGA59.869 21 1628 926 2553
TGGCATG(60.201 20 327 2475 2801
GCTTCTCA|59.457 20 703 2432 3134
GCCACCTT|59.682 20 141 1360 1500
ATCCCCTT(59.594 20 1246 2375 3620
TGGAGCAA60.03 23 484 7232 7715
GCAAGCTT59.96 20 169 741 909
GCAGAAG(59.957 20 3102 405 3506
AGTACCT(@59.062 20 179 2336 2514




TTCCTTCA]60.195 20 844 5435 6278
GGCTCAA(59.844 20 899 3135 4033
AGTACCT(@59.062 20 179 7010 7188
CTCCTTGA(60.022 20 189 7603 7791
GGTCGTT({60.823 19 637 178 814
GGATCAAA60.032 20 264 360 623
AGGGGCG|60.476 20 1968 11 1978
AGTACCT(@59.062 20 179 4511 4689
CCATCCA(C|60.353 20 634 329 962
TCTAAGGA59.982 20 650 770 1419
AACAGCC(60.497 18 339 28 366
GCTATGA({60.142 20 392 1797 2188
AGCCCAAA59.993 20 254 3782 4035
GGAATCG(59.955 20 294 1255 1548
AGTACCT(@59.062 20 158 1380 1537
TCCACACGE59.697 20 673 1819 2491
CCAAGCT(60.134 20 555 300 854
CTCTCCAC{61.16 20 798 172 969
GCCATTCH59.951 20 1460 1894 3353
AGTACCT(@59.062 20 158 1380 1537
CGTGCTCT|59.473 20 855 2234 3088
AGGCTTCT|59.529 21 1495 12544 14038
ATATCTGT|60.059 20 3372 5864 9235
AGTACCT(@59.062 20 158 10588 10745
AGTACCT(@59.062 20 158 1380 1537
TAATCCAA59.901 20 588 3177 3764
ATCTGTTG|59.927 20 258 8421 8678
AACATCC(60.14 20 869 2677 3545
TTAGCTGT|60.529 20 1375 2287 3661
GTCTTGC(60.622 20 1861 2754 4614
CCCTTTAG|60.626 21 3278 300 3577
GTGTAGGA60.261 20 222 3001 3222
ATATCTGT|60.059 20 2797 4673 7469
AACAAAA(60.059 20 1299 9 1307
AGTACCT(@59.062 20 158 624 781
CGATTTCT]|60.904 20 248 1441 1688
ACGGTGT(60.005 20 3626 7004 10629
TGACATCA60.256 21 192 3699 3890
TACCTGAA59.959 20 294 1912 2205
GTCTTTCT({59.813 20 390 3500 3889
AGTACCT(@59.062 20 158 2450 2607
CTTGTATA(60.292 20 1103 197 1299
TGAGCATT|60.136 20 793 375 1167
GCTTCCCA[60.483 22 337 3019 3355
AGTACCT(@59.062 20 158 1380 1537
CAGGTATT[60.357 20 1228 94 1321
GGCGTAG]59.63 22 440 3540 3979




AATTCAAAS57.821 20 1052 2815 3866
CCACTTG(]59.598 20 895 732 1626
AGGACCA(59.867 20 792 127 918

GCAGCTT(60.504 20 226 334 559

ATCCAAA(60.058 19 585 1257 1841
CTCACGT(|60.112 20 298 3703 4000
AATTTCG(|60.832 19 224 84 307

TCGGCTTT|59.813 20 851 611 1461
TCTCCTCG|60.247 19 2696 57 2752
TTTTCGCC|60.236 20 958 5152 6109
AACTCAAQ60 20 1771 1541 3311
GCTTCTG([59.222 20 404 64 467

TAGTGCTT|59.452 20 653 3080 3732
CAATTAGT|60.508 20 1712 1640 3351
ATGTTTTG|59.797 20 419 2694 3112
GCTATCTG|59.983 20 419 106 524

AGGGGTA]59.813 20 707 683 1389
AACCCGG(59.856 20 778 3284 4061
CAGCAGCA60.104 20 1532 1216 2747
CAAATTCT|58.836 22 986 429 1414




